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Influenza Division, National Center for Immunization and Respiratory Diseases

Global vaccine recommendations for the 
2026 southern hemisphere

It is recommended that vaccines for use in the 2026 southern hemisphere 
influenza season contain the following:

Trivalent: Egg-based Vaccines
- an A/Missouri/11/2025 (H1N1)pdm09-like virus*;  
- an A/Singapore/GP20238/2024 (H3N2)-like virus*; and  
- a B/Austria/1359417/2021 (B/Victoria lineage)-like virus. 

Trivalent: Cell-, recombinant protein- or nucleic acid-based Vaccines           
- an A/Missouri/11/2025 (H1N1)pdm09-like virus*; 
- an A/Sydney/1359/2024 (H3N2)-like virus*; and 
- a B/Austria/1359417/2021 (B/Victoria lineage)-like virus. 

* Different from that recommended for the 2025 southern hemisphere and 2025-2026 northern hemisphere seasons
Recommendation and technical reports available at: https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations 
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Influenza Division, National Center for Immunization and Respiratory Diseases

Candidate vaccine viruses & publications

• The recommended composition of influenza virus vaccines for SH 2026 and FAQ; 
• https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-

in-the-2026-southern-hemisphere-influenza-season

• Summary of genetic and antigenic characteristics of zoonotic influenza A viruses and 
development of candidate vaccine viruses for pandemic preparedness

• https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-
sh-2025

• Candidate vaccine viruses and reagents
• Seasonal: https://www.who.int/teams/global-influenza-programme/vaccines/who-

recommendations/candidate-vaccine-viruses
• Zoonotic: https://www.who.int/teams/global-influenza-programme/vaccines/who-

recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
• Guidance to tropical and subtropical countries: which formulation (northern 

hemisphere vs. southern hemisphere) and when to start vaccination:
• https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics 

https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://www.who.int/publications/m/item/recommended-composition-of-influenza-virus-vaccines-for-use-in-the-2026-southern-hemisphere-influenza-season
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://cdn.who.int/media/docs/default-source/influenza/who-influenza-recommendations/vcm-sh-2025/c.-26-september-2025-antigenic-and-genetic-characteristics-of-zoonotic-influenza-a-viruses-and-development-of-candidate-vaccine-viruses-for-pandemic-preparedness.pdf?sfvrsn=53d7cd36_8
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/who-recommendations/zoonotic-influenza-viruses-and-candidate-vaccine-viruses
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics
https://www.who.int/teams/global-influenza-programme/vaccines/vaccine-in-tropics-and-subtropics


4

Influenza Division, National Center for Immunization and Respiratory Diseases

Global Circulation of Influenza Viruses Since 2022

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
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Influenza Division, National Center for Immunization and Respiratory Diseases

Influenza activity and global distribution of type/subtype

Virus type/subtype**

A(H1N1)pdm09
A(H3N2)
A(not subtyped)
B

% Influenza positives*

0-10
11-20
21-30
>30
Data Incomplete
Not applicable

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
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Influenza Division, National Center for Immunization and Respiratory Diseases

A(H1N1)pdm09 
Viruses
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Influenza Division, National Center for Immunization and Respiratory Diseases

Influenza A(H1N1)pdm09 activity

Data source: FluNet, (https://www.who.int/tools/flunet), Global Influenza Surveillance and Response System (1 September 2025)

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.who.int/tools/flunet
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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Influenza Division, National Center for Immunization and Respiratory Diseases

A(H1N1)pdm09 HA phylogeography 

North America
South America
Europe
Africa
Middle East
Russia
E SE Asia
Oceania

Source: 
University of Cambridge

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
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Influenza Division, National Center for Immunization and Respiratory Diseases

A(H1N1)pdm09 Extended Diversity Plot by Geographic Region

Sep. 1, 2024 - Present
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D
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Based on HA sequence availability from GISAID EpiFluTM

https://clades.nextstrain.org/
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Influenza Division, National Center for Immunization and Respiratory Diseases

Global A(H1N1)pdm09 HA clade diversity: Sep 2024 to Jan 2025

Based on HA sequence availability from GISAID EpiFluTM

https://clades.nextstrain.org/

https://clades.nextstrain.org/
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Influenza Division, National Center for Immunization and Respiratory Diseases

Global A(H1N1)pdm09 HA clade diversity: Feb 2025 to Aug 2025

https://clades.nextstrain.org/
Based on HA sequence availability from GISAID EpiFluTM

https://clades.nextstrain.org/
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Influenza Division, National Center for Immunization and Respiratory Diseases

Antigenic analysis of A(H1N1)pdm09 viruses in HI assays
Antisera to southern hemisphere 2025 vaccine virus antigens

C.1.1 (5a.2a.1) D (5a.2a.1)

“Low” reactor represented titers ≥ 8-fold lower than vaccine strain homologous titer by HI

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ


Influenza Division, National Center for Immunization and Respiratory Diseases

A(H1N1)pdm09 
Integrated 

Genotype and 
Phenotype 

Analysis

Antigenic Characterization by 
HI using Ferret Antisera

Fold Reduction into 
A/Wisconsin/67/2022 cell

13

(C.1.9, C.1.9.1, C.1.9.3)

5a.2a.1
(D, D.3.1, D.5)

Based on HA sequence availability from GISAID EpiFluTM

5a.2a 
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Influenza Division, National Center for Immunization and Respiratory Diseases

A(H1N1)pdm09 HI Table
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Influenza Division, National Center for Immunization and Respiratory Diseases

A(H1N1)pdm09 antigenic cartography

Source: University of Cambridge

A(H1)
CC Atlanta
A(H1)
CC Atlanta

A/Missouri/11/25-cell

A/Wisconsin/588/19-cell
A/Sydney/5/21-cell

A/Victoria/2570/19-egg A/Victoria/2570/19-cell

A/Hawaii/70/19-cell

A/Guangdong 
Maonan/1536/19-cell

A/Victoria/4897/22-egg

A/Wisconsin/67/22-cell

B
      C.1
      C.1+130K
      C.1.9
      C+155E
      D
      D.3.1

A(H1)
CC Atlanta
HI

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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Influenza Division, National Center for Immunization and Respiratory Diseases

A(H1N1)pdm09 antigenic cartography
A(H3N2)
CC Melbourne
HI

A(H1)
CC Atlanta
HI

A/Missouri/11/25-cell

A/Wisconsin/588/19-cell
A/Sydney/5/21-cell

A/Victoria/2570/19-egg A/Victoria/2570/19-cell

A/Hawaii/70/19-cell

A/Guangdong 
Maonan/1536/19-cell

A/Victoria/4897/22-egg

A/Wisconsin/67/22-cell

A/ Missouri/11/25-egg serum

B
      C.1
      C.1+130K
      C.1.9
      C+155E
      D
      D.3.1

Serum circles (within 8-fold of 
homologous titers)

Source: University of Cambridge

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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Influenza Division, National Center for Immunization and Respiratory Diseases

Human post-vaccination serum analysis of A(H1N1)pdm09 viruses
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Influenza Division, National Center for Immunization and Respiratory Diseases

Vaccine Effectiveness (VE)

Source: GIVE Consortium

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ


19

Influenza Division, National Center for Immunization and Respiratory Diseases

Influenza A(H1N1)pdm09: antiviral susceptibility
Neuraminidase inhibitors
• Of 3,988 A(H1N1)pdm09 virus clinical samples and isolates examined by 

genetic and/or phenotypic analyses, 96 viruses showed evidence of reduced 
susceptibility to neuraminidase inhibitors (NAIs): 

• 88 had an H275Y NA substitution and two had a Q136K substitution. 
• The remaining six viruses had H275Y and S247N, H275H/Y and S247N, S247R, I223K, 

I223R or N295S substitutions. 
Endonuclease inhibitors
• Of 3,326 A(H1N1)pdm09 viruses examined by genetic and/or phenotypic 

analyses, four viruses showed evidence of reduced susceptibility to the 
endonuclease inhibitor baloxavir marboxil: 

• Three had an E199G PA substitution, and one had an I38T substitution.  
VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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Influenza A(H1N1)pdm09 summary (1)

Phylogenetics of A(H1N1)pdm09 HA genes
• A(H1N1)pdm09 viruses circulated globally and predominated in most 

regions. 
• The HA genes of viruses that were genetically characterized belonged to 

the clade 5a.2a subclade C.1.9 and C.1.9.3 or clade 5a.2a.1 subclade 
D.3 and D.3.1.  

• 5a.2a.1 viruses from subclade D.3.1 have now largely displaced 5a.2a 
viruses and other subclades of 5a.2a.1 viruses in all regions. 
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Influenza A(H1N1)pdm09 summary (2)

Antigenic characteristics of A(H1N1)pdm09 viruses
• Post-infection ferret antisera raised against the SH 2025 and NH 2025-2026  

A(H1N1)pdm09 vaccine viruses (cell culture-propagated A/Wisconsin/67/2022 
and egg-propagated A/Victoria/4897/2022) from the 5a.2a.1 clade recognized 
5a.2a and 5a.2a.1 viruses well.

• Post-infection ferret antisera raised against viruses from HA subclade D.3.1 
(e.g., A/Missouri/11/2025) better recognized recently circulating viruses from 
both 5a.2a and 5a.2a.1 clades compared to post-infection ferret antisera raised 
against recent viruses from HA subclades C.1.9 and C.1.9.3. 
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Influenza A(H1N1)pdm09 summary (3)

Human serology studies
• Human serology studies were conducted using the SH 2025 or NH 2024-2025 

influenza vaccine formulation vaccinated serum panels by HI assays with recent 
circulating A(H1N1)pdm09 viruses with HA genes from 5a.2a subclades C.1.9 
and C.1.9.3 and 5a.2a1 subclades D.3 and D.3.1.

• When compared to the responses to cell culture-propagated 
A/Wisconsin/67/2022 (H1N1)pdm09-like vaccine reference viruses, post-
vaccination geometric mean titers (GMTs) were significantly reduced for some 
recently circulating viruses from across the genetic diversity.

The data supported recommending A/Missouri/11/2025 (H1N1)pdm09-like 
(D.3.1) viruses as the A(H1N1)pdm09 vaccine antigens for the 2026 southern 
hemisphere. 



23

Influenza Division, National Center for Immunization and Respiratory Diseases

A(H3N2) Viruses 
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Influenza A(H3N2) virus activity

Data source: FluNet, (https://www.who.int/tools/flunet), Global Influenza Surveillance and Response System (1 September 2025)
VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.who.int/tools/flunet
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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A(H3N2) HA phylogeography 

A/Croatia/10136RV/2023

Source: University of 
Cambridge, UK

https://clades.nextstrain.org/

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://clades.nextstrain.org/
https://www.youtube.com/live/jKlthy3YYNQ


26

Influenza Division, National Center for Immunization and Respiratory Diseases

A(H3N2) Extended Diversity Plot by Geographic Region
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Sep. 1, 2024 - Present

Based on HA sequence availability from GISAID EpiFluTM

https://clades.nextstrain.org/


27

Influenza Division, National Center for Immunization and Respiratory Diseases

Global A(H3N2) HA clade diversity: Sep 2024 to Jan 2025

Based on HA sequence availability from GISAID EpiFluTM
https://clades.nextstrain.org/

https://clades.nextstrain.org/
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Global A(H3N2) HA clade diversity: Feb 2025 to Aug 2025

Based on HA sequence availability from GISAID EpiFluTM
https://clades.nextstrain.org/

https://clades.nextstrain.org/
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Antigenic analysis of A(H3N2) viruses in HI assays
HI

Assay
Antisera to southern hemisphere 2025 antigens (J.2)

“Low” represented titers ≥ 8-fold lower than vaccine strain homologous titer
VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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Antigenic analysis of A(H3N2) viruses in VN assays
VN

Assay
Antisera to southern hemisphere 2025 antigens (J.2)

“Low” represented titers ≥ 8-fold lower than vaccine strain homologous titer

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ


31

Influenza Division, National Center for Immunization and Respiratory Diseases

A(H3N2) 
Integrated 

Genotype and 
Phenotype 

Analysis

https://clades.nextstrain.org/
Based on HA sequence availability from GISAID 
EpiFluTM

https://clades.nextstrain.org/
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A(H3N2) Integrated Genotype and Phenotype Analysis

• Multiple subclades with additional HA substitutions co-circulated
• Ferret antisera to A/District of Columbia/27/2023 viruses show reduced to poor reactivity with viruses from 

J.2.3, J.2.4 and J.2.5 HA subclades

A/District of 
Columbia/27/2023

J.2 J.2.3 J.2.5 J.2.4 J.2.4+7 
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A(H3N2) antigenic cartography

Source: University of Cambridge VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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A(H3N2) antigenic cartography

Serum circles (within 8-fold of homologous titers)
Source: University of Cambridge VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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Human post-vaccination serum analysis of A(H3N2) viruses

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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Influenza A(H3N2): antiviral susceptibility

Neuraminidase inhibitors
• Of 1,716  A(H3N2) viruses that were examined for neuraminidase inhibitor 

(NAI) susceptibility by genetic and/or phenotypic analyses, no viruses 
showed genetic or phenotypic evidence of reduced inhibition to 
neuraminidase inhibitors 

Endonuclease inhibitors
• Of 1,735  A(H3N2) viruses examined by genetic and/or phenotypic analyses, 

no viruses showed evidence of reduced susceptibility to the endonuclease 
inhibitor baloxavir marboxil.

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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Influenza A(H3N2) summary (1)
Phylogenetics of A(H3N2) HA genes

• Vast majority of viruses belonged to clade 2a.3a.1 HA genes diversified within clade 2a.3a.1 
into subclades J.1-J.4, 

• Viruses expressing HA N122D and K276E substitutions (J.2) predominated globally during 
this reporting period. 

• Ongoing evolution in the HA gene of J.2 viruses observed globally necessitated the creation 
of J.2 subclades (J.2.1-J.2.5) to track the emerging viruses. 

• Viruses expressing HA from subclade J.2.1 (sharing substitutions F79L and P239S) were detected 
in very low numbers. 

• Viruses expressing HA subclade J.2.2 (sharing an S124N substitution) circulated globally and were 
detected in higher proportions in parts of Africa and Asia.

• Small numbers of viruses expressing HA subclade J.2.3 (sharing substitutions N158K, K189R and 
S378N) circulated globally with higher proportions detected in South America. 

• Viruses expressing HA subclade J.2.4 (sharing T135K (potential loss of an N-glycosylation site) 
and K189R substitutions) continue to circulate, and a new group of J.2.4 viruses has emerged 
recently and expanded rapidly in nearly all regions. 

• Globally, small numbers of viruses expressing HA subclade J.2.5 (sharing substitutions D104N, 
S145N and N158K) circulated, with higher proportions observed in North America.
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Influenza A(H3N2) summary (2)
Antigenic characteristics of A(H3N2) viruses

• Post-infection ferret antisera raised against cell culture-propagated A/District of 
Columbia/27/2023-like and egg-propagated A/Croatia/10136RV/2023-like (clade 2a.3a.1, 
subclade J.2) viruses, representing the A(H3N2) component for the SH 2025 and the NH 2025-
26 influenza vaccines, recognized the majority of viruses well. 

• However, the ferret antisera recognized recent viruses in the J.2.3 (e.g., A/Netherlands/10685/2024), 
J.2.4 (e.g., A/Sydney/1359/2024) and J.2.5 (e.g., A/Kentucky/29/2024) HA subclades poorly. 

• While ferret antisera raised against reference viruses from J.2.3 and J.2.5 HA subclades 
showed cross-recognition likely due to a shared HA substitution (N158K), ferret antisera raised 
against reference viruses from J.2.4 showed poor recognition of viruses from all other J.2 
subclades apart from those with a shared HA substitution (T135K). 

• Post-infection ferret antisera raised against cell culture-propagated A/Sydney/1359/2024-like 
and egg-propagated A/Singapore/GP20238/2024-like viruses from subclade J.2.4 recognized 
other J.2.4 viruses well including those with notable additional HA substitutions S144N (a 
potential addition of an N-glycosylation site), N158D, I160K and Q173R, which have recently 
emerged. 

VCM Information meeting: https://www.youtube.com/@whowpro
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Influenza A(H3N2) summary (3)
Human serology studies
• Human serology studies were conducted using the SH 2025 serum panels as 

described above by HI and VN assays with recent circulating A(H3N2) viruses with HA 
genes from 2a.3a.1 subclades J.2, J.2.1, J.2.2, J.2.3, J.2.4 and J.2.5. 

• When compared to titers against cell-propagated A/District of Columbia/27/2023-like 
vaccine reference viruses, post-vaccination HI GMTs or VN GMTs against many of the 
recent viruses in J.2.2, J.2.3, J.2.4 and J.2.5 subclades were significantly reduced.

The data supported recommending a cell-propagated A/Sydney/1359/2024 
(H3N2)-like (J.2.4) virus and an egg-propagated A/Singapore/GP20238/2024 
(H3N2)-like (J.2.4) virus as the A(H3N2) vaccine antigens for the 2026 
southern hemisphere. 
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Influenza B Viruses



41

Influenza Division, National Center for Immunization and Respiratory Diseases

Influenza B virus activity

Data source: FluNet, (https://www.who.int/tools/flunet), Global Influenza Surveillance and Response System (1 September 2025)

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.who.int/tools/flunet
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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Influenza B/Yamagata Viruses
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B/Yamagata lineage summary

• There have been no confirmed detections of circulating B/Yamagata/16/88 
lineage viruses after March 2020.

• It continues to be recommended globally that the B/Yamagata lineage antigen 
should be excluded from influenza vaccines as it is no longer warranted.

• There will no longer be updated recommendations for the B/Yamagata lineage 
component.
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Influenza B/Victoria Viruses
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B/Victoria HA phylogeography

Source: University of Cambridge, UK
Based on HA sequence availability from GISAID EpiFluTM

https://clades.nextstrain.org/

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://clades.nextstrain.org/
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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B/Victoria Extended Diversity Plot by Geographic Region
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Global B/Victoria HA clade diversity: Feb 2025 to Aug 2025

https://clades.nextstrain.org/

Based on HA sequence availability from GISAID EpiFluTM

https://clades.nextstrain.org/
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Antigenic analysis of B/Victoria viruses in HI assays
Antisera to southern hemisphere 2025 vaccine virus antigens

“Low” represented titers ≥ 8-fold lower than vaccine strain homologous titer

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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B/Victoria
Integrated 

Genotype and 
Phenotype 

Analysis

https://clades.nextstrain.org/

Based on HA sequence availability from GISAID EpiFluTM

C.5.1

C.5.7

C.5, C.5.6, C.5.6.1

C.3.1 and C.3.2

https://clades.nextstrain.org/
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B/Victoria antigenic cartography
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Source: University of Cambridge VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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B/Victoria antigenic cartography

Source: University of Cambridge
Serum circles (within 8-fold of homologous titers)
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VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
https://www.youtube.com/live/jKlthy3YYNQ
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Human post-vaccination serum analysis of B/Victoria viruses
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B/Victoria lineage antiviral susceptibility

Neuraminidase inhibitors
• Of 1,567  influenza B/Victoria lineage viruses collected since 1 February 2025 

that were examined for neuraminidase inhibitor (NAI) susceptibility by genetic 
and/or phenotypic analyses, five showed evidence of reduced or highly 
reduced inhibition by NAIs.

Endonuclease inhibitors
• Of 1,638  B/Victoria lineage viruses collected and analyzed in this period, no 

viruses showed evidence of reduced susceptibility to baloxavir.

VCM Information meeting: https://www.youtube.com/live/jKlthy3YYNQ

https://www.youtube.com/live/jKlthy3YYNQ
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Influenza B/Victoria lineage summary (1)
Phylogenetics of B/Victoria lineage HA genes

• All circulating viruses belonged to clade 3a.2
• The most predominant HA subclades: C.5.1, C.5.6 and C.5.7
• C.5.6.1, C.3.1 and C.3.2 circulated at lower proportions

Antigenic characteristics of B/Victoria lineage viruses
• Post-infection ferret antisera raised against B/Austria/1359417/2021-like 

viruses (3a.2 HA) inhibited the vast majority of recently circulating 3a.2 
viruses well

• Viruses within HA subclades C.3.1 and C.3.2 which share HA substitution 
D197N  (adds putative glycosylation site) were recognized poorly
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Influenza B/Victoria lineage summary (2)

Human serology studies
• Recent subclades C.5.1, C.5.6, C.5.6.1 and C.5.7 were well inhibited 

by post vaccination human sera to B/Austria/1359417/2021-like 
(3a.2_C)

• Titers against subclade C.3.1 were significantly reduced in most assays

The data supported B/Austria/1359417/2021-like (3a.2_C) viruses to remain 
as the B/Victoria lineage vaccine antigens for the 2026 southern hemisphere. 
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Support and Disclaimer
The findings and conclusions in this report are those of the authors and do not necessarily represent 
the official position of the Centers for Disease Control and Prevention.

These projects have been funded in part with federal funds from US Health and Human 
Services (National Institutes of Health, Centers for Disease Control and Prevention, and the 
Biomedical Advanced Research and Development Authority).
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