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RESULTS

BACKGROUND

SARS-CoV-2 has evolved rapidly into many genetic lineages with different antigenic

properties (https://nextstrain.org/) since the first human infections were reported in Figure 1. Microneutralization profile against wild type SARS-CoV-2.

Figure 3. Microneutralization against Omicron subvariants.
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Monoclonal antibody (mAb) generation and selection

Mouse hybridomas were generated by immunizing mice with baculovirus-expressed
recombinant receptor binding domain (RBD) of the original SARS-CoV-2 Wuhan-Hu-
1 strain. Five mADb clones (17A7, 17/B10, 2G5, 3A6, and 20B5) showed not only

Figure 2. Passive transfer and challenge against VOCs. Table 1. Microneutralization 1C., of mAbs against wild type live SARS-

CoV-2 isolates.
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The results demonstrate that several RBD-reactive mAbs are highly potent at
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matched K18-hACE2 female and male adult mice (approximately 1:1 ratio) were

injected intraperitoneally with 0.1 ml/mouse of selected mAbs or isotype control. e > eope oo cross-neutralizing a wide range of live infectious SARS-CoV-2 variants.
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