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An optimal internal standard, virginiamycin M1-d2 , for virginiamycin M1 quantitation was successfully incorporated into the method.
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This method enables FDA to conduct surveys on antibiotic residues in distillers grain and facilitate regulatory
decision making, if deemed necessary.

This addition also allowed calibration curves for all analytes to be constructed in solvent rather than in matrix thereby simplifying the method.
Attributes of the method such as accuracy, precision, and correlation coefficient are all satisfactory for all analytes.
The enhanced method can support future surveillance studies to determine the drugs of interest in distillers grain.
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