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Teri Manolio, M.D., Ph.D.

Dr. Manolio is Director of the Office of Population Genomics of the National Human Genome Research Institute, NIH.  She received her M.D. from the University of Maryland and did her internal medicine residency at Boston City Hospital.  She was chief resident of the Georgetown Service at D.C. General Hospital and a fellow in general internal medicine at Johns Hopkins University, where she earned a Master of Health Sciences degree in epidemiology.  She later returned to Hopkins to complete a Ph.D. in human genetics/genetic epidemiology.  She joined the National Heart, Lung, and Blood Institute in 1987 where she was heavily involved in large-scale cohort studies such as the Cardiovascular Health Study, the Framingham Heart Study, and the Multi-Ethnic Study of Atherosclerosis.  She moved to NHGRI in 2005 to lead efforts in applying genomic technologies to population research, including the Genes, Environment, and Health Initiative (GEI), the Electronic Medical Records and Genetics (eMERGE) Network, and the NHGRI Genome-Wide Association Catalog.  She continues to practice and teach medicine on the internal medicine service of the National Naval Medical Center, Bethesda, and is a professor of medicine at the Uniformed Services University of the Health Sciences.  She is the author of over 200 original research papers and has research interests in genome-wide association studies of complex diseases and ethnic differences in disease risk.  

Stuart Hogarth, Ph.D.

Dr Stuart Hogarth is a member of the Global Biopolitics Research Group in the Department of Political Economy at King’s College London. Stuart has a longstanding interest in the field of molecular diagnostics, with a particular focus on regulatory issues and the impact of gene patents on innovation. He has produced policy reports and briefings on these topics for Health Canada, the UK Human Genetics Commission (HGC) and the European Commission and has received a Leveraging / Collaboration Award from the FDA for his work in this area. Stuart has been on the organizing committees for international meetings on genetic testing in the United States and Japan, participated in the drafting of the OECD’s guidelines on quality assurance for molecular genetic testing and was a member of the UK working group convened by the HGC to develop a Common Framework of Principles for direct-to-consumer genetic testing.  He is continuing his work in this area as a member of the FP7 EuroGentest network.

Nancy S. Wexler, Ph.D.

Nancy Wexler is most widely known for her important scientific contribution to the understanding of Huntington's disease. Since 1979, Dr. Wexler has led a research study of the world's largest family with the disease, developing a pedigree of over 18,000 individuals and collecting over 4,000 blood samples. This work helped lead to the identification of the Huntington's disease gene at the tip of human chromosome 4. These same blood samples have assisted in the mapping of other disease genes, including those responsible for familial Alzheimer’s disease, kidney cancer, two kinds of neurofibromatosis, Amyotrophic Lateral Sclerosis (ALS), dwarfism and others. One result of this work was the development of a presymptomatic test which can determine who is carrying the fatal gene causing Huntington’s disease prior to the onset of symptoms. Dr. Wexler’s research was the launching pad for the Human Genome Project.

She is Higgins Professor of Neuropsychology in the Departments of Neurology and Psychiatry of the College of Physicians and Surgeons at Columbia University, as well as the President of the Hereditary Disease Foundation. Dr. Wexler currently holds numerous public policy positions and has received many honors and awards, including the Albert Lasker Public Service Award (1993), the Benjamin Franklin Medal in Life Science (2007) and several honorary doctorates.Bio.

Daniel B. Vorhaus, JD.

Daniel Vorhaus is a transactional attorney with a focus on life sciences and biotechnology at the law firm of Robinson Bradshaw & Hinson in Charlotte, North Carolina. Mr. Vorhaus also frequently advises genomics and biotechnology researchers, entrepreneurs, companies and investors on legal compliance and commercialization strategies. In addition, Mr. Vorhaus is an ELSI advisor to the Personal Genome Project, a member of Genomes Unzipped and the Editor of the Genomics Law Report.

Colleen McBride, Ph.D.

Colleen McBride, Ph.D. is a Senior Investigator and Chief of the Social and Behavioral Research Branch (SBRB) of the National Human Genome Research Institute at NIH.  The SBRB is an intramural program with a research portfolio that includes a broad spectrum of research in applying genomic discoveries to improve health and well-being. Dr. McBride is a behavioral epidemiologist and an expert in the development and evaluation of self-directed behavior change interventions. She has developed and evaluated in large randomized trials, a number of behavior change interventions for smoking, diet and physical activity that have evaluated the benefit of adding feedback of genetic susceptibility. Dr. McBride has over 100 publications and numerous invited editorials and book chapters on genetics and behavior change.

Cinnamon S. Bloss, Ph.D.

Dr. Bloss received her B.A. in Psychology from Smith College and her Ph.D. in Clinical Psychology from the joint doctoral program at the University of California, San Diego in 2007. She completed a predoctoral internship at the University of Florida with an emphasis in clinical neuropsychology and a post-doctoral fellowship in statistical genetics and genomic medicine at The Scripps Research Institute.  Dr. Bloss joined the Scripps Translational Science Institute in 2008 and was awarded a Scripps Clinical Research Development award to study biomarkers of cognitive decline in Parkinson’s disease.  Dr. Bloss is currently the principal investigator of a National Institutes of Health/NHGRI-funded R21 grant to investigate individuals’ behavioral and psychological responses to disclosure of genomic risk information for common, complex diseases.  Her other research interests include developing ways of combining genomics with traditional disease risk factors to make predictions about disease development, progression and response to treatment, as well as designing effective health interventions that leverage genomic information. She also conducts genetic association studies and has many collaborations investigating the genetic underpinnings of neurological, behavioral, and other health-related phenotypes.  Dr. Bloss is a California-licensed clinical psychologist and has worked with adults and children with a wide range of neurological and psychiatric conditions. 
PAGE  
2

