
~~~~ N# ys~

1 02 .

>9i J 110555016 J gb J DQ680078 . 1 J Human papillomavirus type 16 strain Asian

American - C variant

major capsid protein (L1) gene, complete cds

Length=1596

Score = 77 .8 bits (39), Expect = 4e-14

Identities = 39/39 (100 W ), Gaps = 0/39 (0 % )

Strand=Plus/Minus

Query 1 AGTAGATATGGCAGCACATAATGACATATTTGTACTGCG 39

Sbjct 1128 AGTAGATATGGCAGCRCATAATGACATATTTGTACTGCG 1090
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cJMN# `~-~

>gi J 90109956 1 gb I DQ431189 .1 1 Human papil lomavirus type 58 isolate DF03

~ ma j or capsid protein

L1 gene , partial cds

Length=40 9

Score = 7 1 . 9 bits ( 36 ), Expect = 2e -12

Identities = 36/36 (100%), Gaps = 0 /36 ( 0 W)

Strand= Plus/Minus

Query 1 GTTACTTCAGTGCATAATGTCATATTAGTGCTACGA 36

Sbjct 81 GTTACTTCAGTGCATAATGTCATATTAGTGCTACGA 46
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9jN#

253 .
(P

>gi 1 70698531 1 gb j DQ007187 .1) Human papillomavirus type 56 isolate

~ BR5868 L1 (L1) gene, partia l

cds

Length=391

Score = 73 .1 bits (36), Expect = 1e-12

Identities = 39/40 (97W), Gaps = 0/40 (0W)

Strand-Plus/Minu s

Query 1 CATATTTACTTAACTGTTCTGTAGRAGTACTAATAGTCAT 40

Sbjct 57 CATATTTACTTAACTGTTCTGTAGCAGTACTAATAGTCAT 18
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jPf%ffN #
7 0

• ' 473 .
>gi l 1345087 1 gb I U22461 .1 1 HPU22461 Human papillomavirus type 70 E6
protein (E6), E7 protein (E7) ,
and L1 protein (Ll) genes, complete cds

Length=328 3

Score ;- 83 .8 bits (42), Expect = 7e-16

Identities = 42/42 (100 % ), Gaps = 0/42 (0W )
Strand=Plus/Minu s

Query 1 TGGCCGTTTCGGTGCAGGCAGACAATGTAAAATTAGTACTAC 42

Sbjct 1079 TGGCCGTTTCGGTGCAGGCAGACAATGTAAAATTAGTACTAC 1038
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# 76-

137. 3r
>gi J 66933451 1 gb I DQ057333 .1 1 Human papillomavirus type 31 isolate

BR1692 Ll protein (Ll) gene ,

partial cds

Length=351

Score = 54 .0 bits (27), Expect = 5e-0 7

Identities = 27/27 (100W ), Gaps = 0/27 (0 W )

Strand=Plus/Minu s

Query 10 AGCACACACAGACATATTGGTACTACG 36

Sbjct 43 AGCACACACAGACATATTGGTACTACG 17
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RP1T~~N # ~7g

125 .

>gi l 1491683 l emb I X94164 .1 1 HPVT72ELG Human papillomavirus type 72 E6,

E7, ElA, ElB, E2, E4, L2, and

Ll genes

Length=7988

Score = 91 .7 bits (46), Expect = 3e-18

Identi ties = 46/46 (100 % ), Gaps = 0/46 (0 V )

Strand=Plus/Minus

Query 1 GATACAGAGGACGCTGTGGCAGTACAAATAGTTACATTAGTACTGC 46

Sbjct 6850 GATACAGAGGACGCTGTGGCAGTACAAATAGTTACATTAGTACTGC 6805
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gpEc'~EN# y7~F~ P~T TYF~E
'4

>gi l 1017 782 1 gb I U37 488 . 1 1 HPU3 7 488 M Human papillomavirus type 54 ,
• ; complete gen ome

Length = 7759

Score = 69 . 9 bits (35) , Expect = 8e - 12
Identities = 35 /35 (100W), Gaps = 0/35 ( 0W)
Strand=Plus/Minus

Query 1 ATGCTGTAGCACACAATGTTAGGTTAGTACTACGG 35

Sbjct 6640 ATGCTGTAGCACACAATGTTAGGTTAGTACTACGG 6606
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SPECIMEN #
HPV TYP E

490. / b

>gi J 9 01 9246 0 1 gb I DQ422 7 72 .1 1 Human papillomavirus type 16 clone 60 L1
protein (L1) gene , part ial
cds

Length=2 90

Score = 75 . 8 bits (38) , Expect = 1e- 13
Identities = 38/38 ( 100W ) , Gaps = 0 /38 ( 0W )
StranduPlus/Minus

Query 1 GTTTCTGAAGTAGATATGGCAGCACATAATGACATATT 38

Sbjct 59 GTTTCTGAAGTAGATATGGCAGCACATAATGACATATT 22
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#
491 .
>gi J 91178178 1 gb I DQ4482 00 .1 1 Human papillomavirus type 16 isolate IR -

. ESO-HPV- 16/19 L1 (L1)

gene , partial cds

Length=14 1

Score = 81 . 8 bits ( 41 ), Expect = 3e - 15
Identities = 41 /41 (100W), Gaps = 0/41 (0W)

Strand=Plus/Minus

Query 1 AAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 41

Sbjct 62 AAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 22

s~


	page 1
	page 2
	page 3
	page 4
	page 5
	page 6
	page 7
	page 8
	page 9
	page 10
	page 11
	page 12
	page 13
	page 14
	page 15
	page 16
	page 17

