\ A =
A\% Bigg');sﬁgms HPV__2006-09-29_003

7
S/N G:22 A:63 T:87 C:49 KB_3130_POP7_BDTv1.mob ﬁg&?.WEN # 3 0>
KB.bcp Pts 1926 to 3180 Pk1 Loc;1926

KB12 Cap:3 Version 5.2.0 HISQV Bases: 58 58

Sd34H49 %

I [N " y— ...I-l-hll- 0 i ey o e el

TWMM T (GM (TMCATAT TCCTTAAAIT'ATMT TTT'ATATGIACCT TCKTTAGT'ACTTca GT CCATAATGT(ATATTA GTGCIAC GAGTACTA TCTAC CACAGWAACAAAR
L 12 23 34 45 56 67 78 89 100 111

Printed on: sic 02,2006 08:55AM, EST




RECRMEN # 303
=

>gi]66933437|gb|DQ057326.1| Human papillomavirus type 58 isolate
HK2178 L1l protein (L1l) gene,
partial cds

Length=421
Score = 79.8 bits (40), Expect = le-14
Identities = 40/40 (100%), Gaps = 0/40 (0%)

Strand=Plus/Minus

Query 1 CTTAGTTACTTCAGTGCATAATGTCATATTAGTGCTACGA 40

LELVLCERECEET LR e e e et |

Sbjct 93 CTTAGTTACTTCAGTGCATAATGTCATATTAGTGCTACGA 54



&2 Applied
A‘% B.-?,?y'stems HPV__2006-09-15_002

26 —
S/N G:16 A:27 T:31 C:28 KB_3130_POP7_BDTv1.mob SPECIMEN # 205
KB.bcp Pts 1853 to 3144 Pk1 Loc: 1853 HPV TYPE
KB12 Cap:2 Version 5.2.0 HiSQV Bases: 34 o mire®P
- e Bill. - o Bn .. _ s B sy ar s I m
TCMRT (KWCREMMGGW CWTISYT TAA GTIAGIa TTTT'ATAT G1A CT TTgT GRAGtA GIrAT gccA gCacATAATG ACATAT TTCT:C TGCGQGTA GEtATC TsC (AcAg TAACaAAW

L 12 23 34 45 56 67 78 89 100 111

Printed on: M‘qc 04,2006 01:22AM, EST




SPECIMEN # 205

HPV TYPE
[

>gi|1105550161gb|DQ680078.1] Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (Ll) gene, complete cds

Length=1596

Score = 65.9 bits (33), Expect = le-10
Identities = 33/33 (100%), Gaps = 0/33 (0%)
Strand=Plus/Minus
Query 1 TATGGCAGCACATAATGACATATTTGTACTGCG

PETEELEEE R et
Sbjct 1122 TATGGCAGCACATAATGACATATTTGTACTGCG

33

1090



A'\B a‘o’gly.':t‘éms HPV__2006-08-24_003

KB.bcp
KB 1.2

Pts 1961 to 3250 Pk1 Loc:1961
Cap:3 Version 5.2.0 HISQV Bases: 56 # 61

7 o7
S/N G:62 A:106 T:145 C:69 KB_3130_POP7_BDTv1i.mob ﬁg& ?W N # 3
b

Printed on: TI‘W 30,2006 12:34AM, EST

L 12 23 34 45 56 67 78 89 100 111

I ™ B N R TN T ey

Tleec AT GacGet "G AC TCTTTATAATca G .ETTGCT CIAT ¢T GCaAGITHTA CTIAC GGFTCCACATAATGT(ATCT TGGTFC TGCGHGTAGTATCTAC (ACAGTAACAA AA

|
|
Eleotropherogtwf Page 1 of 1



RERMEN # 307
b

307.

>gi 25272068 |gb|AF548810.1]| . Human papillomavirus type 6 isolate 1 L1
(L1l) gene, partial cds

Length=138
Score = 77.8 bits (39), Expect = 4e-14
Identities = 39/39 (100%), Gaps = 0/39 (0%)

Strand=Plus/Minus

Query 1 GTAGTTACGGATGCACATAATGTCATGTTGGTACTGCGT 39

LEVELLEELLEC LRV T |

Sbjct 62 GTAGTTACGGATGCACATAATGTCATGTTGGTACTGCGT 24



i&y Applied
AR Appied P00 10100t
SN G:16 A:28 T:30 C:22 KB_3130_POP7_BDTv1.mob a: E&?WEN # 302
KB.bcp Pts 1919 to 3250 Pk1 Loc:1919 |
KB1.2 Cap:3 Version 520 HiSQV Bases: 40 (0

e . mls.. . sEersed s W oemm L

GC(MMT CK (S KASGGFMMTCCM TTAAR TIAGTATTTT ATATCTA CT TICIT GAAGtAGFTAT Gg(A (C’CATAATGFCATATTTCIACTGSCKGTAGTA TC TMC CACACWAACARA AA
37 49 61 73 85 97 109

1 13 25

Printed on: S‘f: 02,2006 12:21PM, EST

| © ==




SEECIMEN # 30°

>gi|110555016|gb|DQ680078.1| Human papillomavirus type 16 strain Asian
American-C variant

major capsid protein (Ll1l) gene, complete cds

Length=1596

36.

Score = 79.8 bits (40), Expect = le-14

Identities = 40/40 (100%), Gaps = 0/40 (0%)
Strand=Plus/Minus
Query 1 TGAAGTAGATATGGCAGCACATAATGACATATTTGTACTG 40

LEECLEDERECT LTV T e e

Sbjct 1131 TGAAGTAGATATGGCAGCACATAATGACATATTTGTACTG 1092




pplied HPV__2006-09-18_002
AB Blosystems 10 SPECIMEN # 2/D
HPV TYPE

SIN G:26 A:59 T:45 C:44 KB_3130_POP7_BDTv1.mob
KB.bcp Pts 1834 to 3147 Pk1 Loc:1834 4
KB1.2 Cap2 Version 52.0 HISQV Bases: 31 O
e———eme._ mumm 2l e B X EBTTEE T
TCCAT G MCSMWTXMAT TYYTTG AMIACTGT AT'ATATGGS g T GCt (T GIBGGGeCcT (T (T GGCA ¢cCAA TAAGGT'AAATIAGTGCTAC GAGWAGTATC TAC CACAGTAACAAL
L 12 23 34 45 56 67 78 89 100 111
636
424
212
o
A
636
424
212
0 VA

Printed on: Fn‘ 01,2006 01:25AM, EST




SPECIMEN # 3/0
HPV YYPE
310. C

>gi|333183|gb|M96293.1|PPHLIDQ Human papillomavirus type 40 L1 gene,
partial cds

Length=132
Score = 46.1 bits (23), Expect = le-04
Identities = 23/23 (100%), Gaps = 0/23 (0%)
Strand=Plus/Minus

Query 19 ATAAGGTTAAATTAGTGCTACGA 41

LEVPELEEL I

Sbject 130 ATAAGGTTAAATTAGTGCTACGA 108



A\B Applied HPV__2006-09-29_004

Biosystems
: N# 31>
S/N G:48 A:87 T:116 C:88 KB_3130_POP7_BDTv1.mob ﬁg&%
KB.bcp Pts 1927 to 3210 Pk1 Loc:1927
KB12 Cap:d Version 52,0 HISQV Bases: 47 |
TCCMT I CGKAGGIAC TCCTTAAR TAGIATTTT ATATGIA GTTIC T GFAGTA GIMW[T GG(A CCACATAATGICATATTTGIACTCCCNCTAGTIATCIAC (ACAGTAACAAA
i 12 23 34 45 56 67 78 89 100 111
930
620
310
0 o R

Printed on: Si‘. 02,2006 08:55AM, EST




REFRUMEN# /=
|

>gi|110555016|gb[DQ680078.1] Human papillomavirus type 16 strain Asian
American-C variant

major capsid protein (Ll1l) gene, complete cds

Length=1596

Score = 63.9 bits (32), Expect = 4e-10
Identities = 32/32 (100%), Gaps = 0/32 (0%)
Strand=Plus/Minus
Query 1 TGGCAGCACATAATGACATATTTGTACTGCGT 32

LELTEEEEL R R TR ey

Sbjct 1120 TGGCAGCACATAATGACATATTTGTACTGCGT 1089



AR finered HPV___2006-08.05_002
S/N G:264 A:413 T:677 C:389 KB_3130_P0:3/_BDTV1.mb ﬁgs?WEN # 323
|

KB.bcp Pts 1755 to 2961 Pk1 Loc:1755
KB1.2 Cap:2 Version 52.0 HiSQV Bases: 61

I T I‘_ __. Eerht bl Do ool r mnlnllw v DO, B . 5

TCCMT (T CAKAGGT C TCCTTRAR T'AGTATTTTIATAT CTA CTTTCT GFABTAGITAT GGCA CCACATAATGACATATT TCTACTGCUKCTA GTATC TAC CAMAGT AACAARA
23 34 45 56 67 78 89 100 111

Printed on: Weaghb'~v 29,2006 10:03PM, EST ' EW Page 1 of 1




ﬁB&iWEN # 322

323.

>gi|110555016|gb|DQ680078.1| Human papillomavirus type 16 strain Asian
American-C variant

major capsid protein (L1) gene, complete cds

Length=1596

Score = 75.8 bits (38), Expect = 5e-12
Identities = 38/38 (100%), Gaps = 0/38 (0%)
Strand=Plus/Minus

Query 1 GTAGATATGGCAGCACATAATGACATATTTGTACTGCG 38

LLELLERECVE LT LTy

Sbjct 1127 GTAGATATGGCAGCACATAATGACATATTTGTACTGCG 1090




' &) Applied
A‘% Blgglystems ”W—2°°§‘1 0-08_003

. N# SRV
KB_3130_POP7_BDTv1.mob g&%&

Pts 1967 to 3298 Pk1 Loc: 1967
Version 5.2.0 HISQV Bases: 46

; e e .. sl . alilng shalinall —-_ niu.

SN G:16 A:26 T:26 C:20

KB.bcp
KB1.2 Cap:3

- -
TC(CMAT K C TWPRGCSWIC TC CTTAART'A GIATTTTATAT GSA GT TIC T G?A[Gt?¢cGITAT G GC(A (CACATAATGFCA'IA TTTCIAC T(c Ct]CTAG'IATCTACCA CAGtAACAAAA
37 49 61 73 85 97 109

L 13 25

Printed on: Sa‘c 02,2006 10:20AM, EST




R HMEN #
|

>gi]110555016|gb|DQ680078.1| Human papillomavirus type 16 strain Asian
American-C variant

major capsid protein (L1l) gene, complete cds

Length=1596

Score = 71.9 bits (36), Expect = 3e-12
Identities = 36/36 (100%), Gaps = 0/36 (0%)
Strand=Plus/Minus

Query 5 GATATGGCAGCACATAATGACATATTTGTACTGCGT 40

LECECEELCC LTV bt

Sbjct 1124 GATATGGCAGCACATAATGACATATTTGTACTGCGT 1089

2206



AR fepied  Hev_2006-10.08_00

o 3
S/N G:19 A:36 T:40 C:34 KB_3130_POP7_BDTv1.mob ﬁFFwEN #
KB.bcp Pts 1980 to 3342 Pk1 Loc: 1980 10

KB 1.2 Cap:1 Version 5.2.0 HISQV Bases: 31

i . . e ———— ----- e B8 - . . .—.--.- - . - .—...J - —

TCCMPT KR CC KICGK M TICYWTAA GTAGIATTTT ATAT (TA GTWTC W GAACWRA G?TaT gccA CCacATAATGAATATTT(TaCTGQCW G AGWATCTACMAMRGTAACAAAW (A
L 13 25 37 49 61 73 85 97 109

Printed on: Sasc 02,2006 10:20AM, EST Electropherogfarw Page 1 of 1




SEGGMEN# 37/
[

>gi|110555016|gb|DQ680078.1] Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (L1l) gene, complete cds
Length=1596

Score = 69.9 bits (35), Expect = 8e-12
Identities = 35/35 (100%), Gaps = 0/35 (0%)
Strand=Plus/Minus

Query 1 AGATATGGCAGCACATAATGACATATTTGTACTGC 35

LEVEPECLEL VR T

Sbjct 1125 AGATATGGCAGCACATAATGACATATTTGTACTGC 1091



AR ezt i _cozs o P
SIN G:12 A7 T:23 C:19 KB_3130_P0:7_BDTv1 4mob ﬁFF?WEN # 22
£%

KB.bcp Pts 1947 to 3297 Pk1 Loc:1947
KB 1.2 Cap4 Version 5.2.0 HiSQV Bases: 37

- . --h--l- e cmlsl nme - wbrmm _ e als s _-___.._:

GYTMSWM KYMPAACATAC TGT TIAAT TTGCTTTG/AT'ATATGEtAG AATA G 2CTCT (T GCT'lgc ggAA G IGT(ATGTTTCTaTTCCTAGtAGTATCTACCACAGTAACAARRR AR
L 12 23 34 45 56 67 78 89 100 111

& ¢
1252
939
626
313
0 %

Printed on: Fl' 01,2006 01:48AM, EST

\
|
Electropherogmtfa Page 1 of 1



‘}

 SBEGUEN# 235
5%

335.
>gi[70698498{gb|DQ007181.1| Human papillomavirus type 53 isolate
ED1064 L1 (Ll1) gene, partial

cds
Length=391

Score = 79.8 bits (40), Expect = le-14
Identities = 40/40 (100%), Gaps = 0/40 (0%)

Strand=Plus/Minus

Query 1 AGACTGTGTGGTTGCGGAAAGAGTCATGTTTGTATTCCTG 40

LELLCEETE T T R T

Sbjct 99 AGACTGTGTGGTTGCGGAAAGAGTCATGTTTGTATTCCTG 60



A. Applied HPV__2006-09-29_001

Biosystems
43 A:84 103 C: ; SPECIMEN # 337
S/N G:43 A:84 T:103 C:83 KB_3130_POP7_BDTv1.mob mixeD
KB.bcp Pts 1833 10 3252 Pk1 Loc:1833 HPV TYPE(M_ o, l,lb, 18)
KB12 Cap:i Version 5.2 Paich2 HISQV Bases: 23 »1h 10
R g nmemen A0 —n n B pendfisds B B s =Bl __ B _.EEA
TCCMTST CTKRGRTAT T CTTIARAAYTGTTAKTT KAKATRTAKTla tct ATAGTAGA gT GGcA GCPRCCTACEGEZCALtATTTTG CTCY (T GAGKWRT ATM MO CASHIWAATARAR
L 12 23 34 45 56 67 78 89 100 111
5
980 /|
735
490
245
0
980
735
490
245
0

Printed on‘! Nov 01,2006 03:11PM, EST




AB

Applied HPV__2006-09-28_003

Biosystems
7 |
SN G:64 A:113 T:128 C:107 KB_3130_POP7_BDTv1.mob ﬁF\F‘f‘fEN #3 45
5"

KB.bcp Pts 1930 to 3315 Pk1 Loc:1930

KB 12 Cap:3 Version 5.2.0 HIiSQV Bases: 20 -
TR s e o s el st B B — oo - — . . = el ___‘ - —n [ ] l..L - ..__-_.._ ‘
TCCA YC SY C TAATA TACIT CCCTAAACTWG ATKRT "AAWRT "ATS KKGS G(CGS WGCT GGCgacaCAATGTIAGgttaGttalACGGaTtdgatCTCC cgchAgygaRCctAc (ACAGTY

L 12 23 34 45 56 67 78 89 100 111

777
518
259
= &)
AACAARA
122
777
518
259 q ,
0 A

Printed on: Sﬁc 02,2006 08:45AM, EST




SPECIMEN # 34 (,
HPV TYPE ¢

>gi}1017782|gb|U37488.1|HPU37488 II Human papillomavirus type 54,
complete genome
Length=7759%

Score = 36.2 bits (18), Expect = 0.11

Identities = 18/18 (100%), Gaps = 0/18 (0%)
Strand=Plus/Minus
Query 8 ACACAATGTTAGGTTAGT 25

PEETTIEEE Rt
Sbjct 6630 ACACAATGTTAGGTTAGT 6613



A\% égglied HPV__2006-08-23_004

ystems
S 4 SPECIMEN # 5%
SN G:75 A122 T:14 C:90 KB_3130_POP7_BDTv1.mob
KB.bcp Pts 2018 to 3378 Pk1 Loc:2018 HPV TYPE <q
KB12 Capi Version52.0 HISQV Bases: 59 #21

eecenc i Lol _r .. ___ m. il 1 B . Bl el

CCcAT (T CT CgQCATAT T CT TTAAR?CTGGTAGGT g t (TATAcaT TA GG ATA GZ7AG IACTA CTA GIAGCACACACAG PAFG ITTGGTCC TYC GAGTAGIATCTIAC CACAGTAACAARA

L 12 23 34 45 56 67 78 89 100 111

804
536
268

Printed on: M‘ﬂec 04,2006 01:04AM, EST Electropherogra"‘m Page 1 of 1




SPECIMEN # 352
HPV TYPE _q

>gi|94490337|gb|DQ486471.1| Human papillomavirus type 59 1solate Bsb-
28 major capsid protein
L1l gene, partial cds

Length=455
Score = 67.9 bits (34), Expect = 3e-11
Identities = 34/34 (100%), Gaps = 0/34 (0%)
Strand=Plus/Minus

Query 1 AGTAGTAGAAGCACACACAGAAAGATTGGTGCTG 34

LELPLCTETEEE TR LTy

Sbjct 102 AGTAGTAGAAGCACACACAGAAAGATTGGTGCTG 69




3 pplied HPV__2006-09-18_003
AR eBEysems 19 SPECIMEN # 353

SIN G:14 A:41 T:44 C:39 KB_3130_POP7_BDTv1.mob
KB.bcp Pts 1898 to 3177 Pk1 Loc:1898 HPV TYPE
KB12 Cap3 Version 5.2.0 HISQV Bases: 56 3

T B N N Ty oy e

AMM T kYC TTABIAIAC TCTTTAAABTAC'ACTTTAAATGIACTAT(AC[TGTTT (AATTaa CACAAACAG PC(ATATTGGTACTAQGTCTRCTATC T2C (AMAGWAACAAAR
45 56 67 78 89 100 111

Printed on: Fn' 01,2006 01:32AM, EST Eledropherogra’iﬂ Page 1 of 1




SPECIMEN # 355
HPV TYPE

353, 2/

>gi|66933447|gb|DQ057331.1] Human papillomavirus type 31 isolate
TL2069 L1 protein (L1l) gene,
partial cds

Length=351
Score = 48.1 bits (24), Expect = 3e-05
Identities = 24/24 (100%), Gaps = 0/24 (0%)

Strand=Plus/Minus

Query 14 CACAAACAGACATATTGGTACTAC 37

LILLERERERERET T

Sbjct 41 CACAAACAGACATATTGGTACTAC 18



A\% é\igglied HPV__2006-09-26_001

ystems
1 SPECIMEN # 344
S/N G:20 A:52 T:51 C:40 KB_3130_POP7_BDTv1.mob HPV TYPE
KB.bcp Pts 1937 to 3252 Pk1 Loc:1937
KB12 Cap:1 Version 52.0 HISQV Bases: 30 LY

- cemccemm_ o Bis w0 @ 80 s = JdE S el miih m B

T@AT GCCTAATATA L T CCt{TAANTTIATIA g g a ctRaaTATt TGCtaCa GcT gAT t(AlGTa Gtfg 1AG ICAAaGlAa AATTGGt iCTCCGAGLtGTCcTCIAC(ACAGtaACAAA

L 12 23 34 45 56 67 78 89 100 111

948
711
474
237

Printed on: Fr& 01,2006 01:48AM, EST

Electropherogmlata Page 1 of 1




SPECIMEN # 35/
HPV TYPE

68
354,

>gi|52353088 |emb|AJ831568.1| Human papillomavirus type 68 proviral
partial L1 gene for major
capsid protein, isolate CY27

Length=455
Score = 81.8 bits (41), Expect = 3e-15
Identitties = 41/41 (100%), Gaps = 0/41 (0%)

Strand=Plus/Minus

Query 1 TAAATTTATTAGGATCATAAATATTTGGTACAGCTGATTCA 41

LELLLDLEEL PR e e e e e

Sbjct 139 TAAATTTATTAGGATCATAAATATTTGGTACAGCTGATTCA 99



A% Blosystems HPV__2006-10-07_002

2-in069330
47 A:30 T40 C: SPECIMEN #
SN G:17 A:30 T:40 C:28 KB_3130_POP7_BDTv1.mob HFV %gs 257

KB.bcp Pts 2003 to 3362 Pk1 Loc:2003
KB1.2 Cap:2 Version 5.2.0 HiSQV Bases: 48

eeeom oan . sl . . .ot e el

T C(CMT GK (S KA (GGWMCTC((YTTAARTAGTATTTT ATATGIA GtTTIC TGAAGIA G tATGG(A (¢cACATAATG ACATAT TTCTAC TGCGH(TAGTATC TAC CACAGTAACARARAA CR
L 13 25 37 49 61 73 85 97 109

I N .
N
KAL) RUTTYVNE) SO

Printed on: Siﬂ- 02,2006 09:40AM, EST . Electropherog ata Page 1 of 1




——

>gi|110555016|gb|DQ680078.1] Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (L1l) gene, complete cds
Length=1596

Score = 87.7 bits (44), Expect = 5e-17
Identities = 44/44 (100%), Gaps = 0/44 (0%)
Strand+Plus/Minus

Query 1 CTGAAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 44

LELPELEREEE e e e ey

Sbjct 1132 CTGAAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 1089



A% HPV__2006-09-26_003
REEyStams 3 SPECIMEN # 359

S/N G:15 A:37 T:47 C:36 KB_3130_POP7_BDTv1.mob HPV PE
KB.bcp Pts 1955 to 3234 Pk1 Loc:1955
KB12 Cap:3 Version 5.2.0 HISQV Bases: 56 5

o comcendill. s .l e v BN mld e d‘.

TMMTWEKTCTAAG GWM TIG ZT 1AAT TTTTC(T G TCATAT T'ACTTAACITCT TCT(TAGCAGTACTAATAGIca TGTTA GTACTT CINGT AGTATCTAC CACAGTAACAAAA
L 12 23 34 45 56 67 78 89 100 111

Printed on: Fn‘ 01,2006 01:48AM, EST

Electropherogralam Page 1 of 1




SPECIMEN # 25&
HPV TYPE
358 SL”

>gi|70698531]|gb|DQ007187.1| Human papillomavirus type 56 isolate
BR5868 L1 (L1) gene, partial

cds
Length=391

Score = 77.8 bits (39), Expect = 4e-14
Identities = 39/39 (100%), Gaps = 0/39 (0%)

Strand=Plus/Minus

Query 1 TGTTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCTA 39

LVLVECELT P e e e ey

Sbjct 43 TGTTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCTA 5



A'\‘ Applied HPV__2006-11-06_002

Biosystems 2 - S D
X2
S/N G:70 A:133 T:265 C:308 KB_3130_POP7_BDTv1.mob flzsc':l!;‘lEEN # 360 m
KB.bcp Pts 1988 to 3282 Pk1 Loc:1988 |
KB1.2 Cap:2 Version 52.0 HiSQV Bases: 20 Coot &, 16, ( g)

T R e [ - mem 0 TL W d'_

T ZFCRT G G GCATGIAC TCTTHTAATM G TG GG GAAG(T Gglag:TCTcgt"AC GGATCC cg CaaAGT(ATGTTGG AGTCCGHCTAGIA TMKAC (ACAGTAACRARAM
34 45 56 67 78 89 100

!

ii
i
i
I
i
il

Printed on: M"‘c 04,2006 10:58PM, EST ' Electropherog ta Page 1 of 1




w2

pplied
A% BIOS stems HPV__2006-10-20_003

36-A (’g "
S/N G:14 A:25T:28 C:20 KB_3130_POP7_BDTv1.mob ﬁg&WEN # -b -
KB.bcp Pts 1877 to 3153 Pk1 Loc:1877 )
KB1.2 Cap3 Version 5.2.0 HISQV Bases: 55 3

— .I__...‘. TIM I ERE TR 1 T g ggeeges

T CMY KKYC VRA GGWMCT C(CT TAA RCK'AGTATTTTIATAT GTA CTTtC T CAAGREAGFTAT GG(AGC ACATAATGACATAT TT CTAC TGCGH(TA CTATCTAC (AMAGTAMCAA AR
L 13 25 37 49 61 73 85 97 109

Printed on: Si“ 02,2006 10:31PM, EST

Electropherograw Page 1 of 1
)




ﬁggwl\gfn # 365

>gi]110555016 |[gb|DQ680078.1] Human papillomavirus type 16 strain Asian
American-C variant

major capsid protein (Ll) gene, complete cds

Length=1596

Score = 75.8 bits (38), Expect = le-13

Identities = 38/38 (100%), Gaps = 0/38 (0%)
Strand=Plus/Minus
Query 1 TAGATATGGCAGCACATAATGACATATTTGTACTGCGT 38

CELLEDERELPREET e e e

Sbjct 1126 TAGATATGGCAGCACATAATGACATATTTGTACTGCGT 1089



R Applied ;
e e N
(&

KB.bcp Pts 1978 to 3318 Pk1 Loc:1978
KB 1.2 Cap:2 Version 52.0 HISQV Bases: 47

_——— e -_....I._-.-‘--Ir. - li. I ool Bl _ . m.Emmi

TCCCMT GRC KA(GRWC TCCTTAARTAGIATTTTIATAT GIA ¢TTTCT GAACTA GFa T GCCA CCACATAATGFCATATT TCTACTGC GHICTA CTATC tAC CACAGTAACAAAA
L 12 23 34 45 56 67 78 89 100 111

Printed on: Sic 02,2006 09:40AM, EST

Electropherograita Page 1 of 1




SEECEN# 207
b

>gi|110555016 |gb|DQ680078.1| Human papillomavirus type 1t straln Asian
American-C variant

major capsid protein (L1l) gene, complete cds

Length=1596

Score = 79.8 bits (40), Expect = le-14

Identities = 40/40 (100%), Gaps = 0/40 (0%)
Strand+Plus/Minus
Query 1 AGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 40

LELCCELEVECCEE TR

Sbjct 1128 AGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 1089



plied
AB Blosystems HPV__2006-09-27_003

7

SN G:42 A:93 T:120 C:92 KB_3130_POP7_BDTv1.mob ﬁgg?WEN # 3069
KB.bcp Pts 1903 to 3282 Pk1 Loc:1903

KB 1.2 Cap:3 Version 5.2.0 HiSQV Bases: 15

. = _— sl s ol . .-..—__.-— —_— il - s - — - [ ] ——
TMCR T SCCTWATRTAC T CCYTAARCTWR TATTIRKIMAAGCIMTSYERKGSGlggt GCteGéc G caCA ATGTTA GGt 'la gtacTac ggaTtG

A\ “‘L \ ,;i i

L 12 23 34 45 56 67 78 89 100 111

ey

WCTRC SR SAGYAI-\Y MA ACMACAG T

Printed on: S"‘- 02,2006 08:36AM, EST




SEFRMEN ¥ >
c4

>gi|1017782|gb|U37488.1|HPU37488 .'Ihmmn papillomavirus type 54,

complete genome
Length=7759

4e-05
0/24 (0%)

Score = 48.1 bits (24), Expect
Identities = 24/24 (100%), Gaps
Strand+Plus/Minus

Query 12 CACAATGTTAGGTTAGTACTACGG 35

LELREDTEE R T

Sbjct 6629 CACAATGTTAGGTTAGTACTACGG 6606



A\% égsplied HPV__2006-09-29_001

ystems ;
SN G:11 A:116 T:22 C:22 KB_3130_POP7_BDTvi.mob g E&?WEN # 57 (
KB.bcp Pts 1975 to 3243 Pk1 Loc:1975
KB 1.2 Cap:1 Version 5.2.0 HiSQV Bases: 23 b Z——
|- ol = 2 _Bnes e o ___ . ] o o olEE. s B . _
TK Y G (GWK MMFAARMAATTCYCTAAR T TGCTACSYTTKATTCT (CT GMIRG K[gGg agC GGtACAA ATA GTaAAPT AGTAC TCcTAGTAGLA TC cAC CACAGTAaC2A AR
111
856
642
428
214
0

Printed on: Si‘- 02,2006 08:55AM, EST

Electropherograltta Page 1 of 1




RPFGIMEN # 37/

>gi|39932599|gb|AY395706.1| Human papillomavirus type 62 isolate
Qv18091, complete genome
Length=8092

Score = 60.0 bits (30), Expect = 7e-09
Identities = 30/30 (100%), Gaps = 0/30 (0%)
Strand=Plus/Minus
Query 5 GCGGTACAAATAGTAAAATTAGTACTCCTA 34

LOCELELETTET RN e |

Sbjct $819 GCGGTACAAATAGTAAAATTAGTACTCCTA 6790



A\B Applied © HPV__2006-09-15_002

Biosystems 30
S/N G:38 A:69 T:68 C:65 KB_3130_POP7_BDTv1.mob ﬁg\F%N # 37>
KB.bcp Pts 1835 to 3084 Pk1 Loc:1835 |
KB12 Cap:2 Version 5.2.0 HiSQV Bases: 50 le

I T D [ oy v R e

TPCA TCGMASMTIGa CaTC TTTATAATca G A TTGGT (TAT CT GGJA GITCIA CTAC GGFTCCACATAATCT(ATCT T GCTAC TGCGMCTAGTATC TFC (ACAGTAACAAAA
L 12 23 34 45 56 67 78 89 100 111

Printed on: Tb“ov 30,2006 01:45AM, EST A . Electropherogram Data Page 1 of 1




REFRMEN# 57>
o

373.

>gi 25272068 |gb|AF548810.1 | . Human papillomavirus type 6 isolate 1 L1
(L1) gene, partial cds

Length=138
Score = 97.6 bits (49), Expect = 6e-20
Identities = 49/49 (100%), Gaps = 0/49 (0%)

Strand=Plus/Minus

Query 1 TGTGGAAGATGTAGTTACGGATGCACATAATGTCATGTTGGTACTGCGT 49

Sbject 72 TGTGGAAGATGTAGTTACGGATGCACATAATGTCATGTTGGTACTGCGT 24



pplied
AB Blosystems HPV__2006-10-23_003

21-10b
SIN G:29 A:23 T:33 C:24 KB_3130_POP7_BDTv1.mob SPECIMEN # 7Y
KB.bcp Pts 1831 to 3129 Pk1 Loc:1831 HPV TYPE sq
KB12 Cap:3 Version 5.2.0 HiSQV Bases: 41

2 B el 8. . lu_ll' Ml s EaEME.Y O m

T C CATIG T CTKGGSFIAT T CTTTAAAFCTGGTAggTgTaTATachA tlctccaa’lh GaAGFraG'ag 1A GRAGcaCZCACAG aAeG ITTGGTCC TCCGAGTAGTATCTACCACZIG TMACAAAA

Printed on: M‘ec 04,2006 10:00PM, EST

Electropherogra"u Page 1 of 1




SPECIMEN # 27 ¢
HPV TYPE 54

>gi|557236|emb|X77858.1|HPV59VG Human papilloma virus type 59,
complete viral genome
Length=7896

Score = 91.7 bits (46), Expect = Se-18
Identities = 46/46 (100%), Gaps = 0/46 (0%)
Strand=Plus/Minus

Query 12 AATAGAAGAAGTAGTAGAAGCACACACAGAAAGATTGGTGCTGCGA 57

LELEELELEREL L PP P e e

Sbjct 6661 AATAGAAGAAGTAGTAGAAGCACACACAGARAGATTGGTGCTGCGA 6616



pplied
A% Blosystems HPVF2006-10-(7>;_003

S/N G:34 A:112 T:171 C:79 KB_3130_POP7_BDTv1.mob ﬁgF%N # 375
=Y

KB.bcp Pts 1966 to 3262 Pk1 Loc:1966
KB 12 Cap3 Version 5.2.0 HISQV Bases: 59

IR R ey gy J'- :n.ﬁ- Baathen, melh

CMCM TAGMCK MCATATT CCTTAAAZTIAT MTTTTTATAT GTACCTTCCTTRAGTT CT GCATAATGTCATATIA GTGCTAC GNGTAGTATC TAC(AMAGTAACAAA

45 78 89 100

1 12 23 34
915
610
305 , 1 i

Electropherograwm Page 1 of 1

Printed on: Sw 02,2006 09:40AM, EST



SEFRMEN® 375
5%

>gi[90109956|gb|DQ431189.1| Human papillomavirus type 58 isolate DF03

major capsid protein
L1 gene, partial cds

Length=409
Score = 55.0 bits (27), Expect = 2e-07
Identities = 27/27 (100%), Gaps = 0/27 (0%)

Strand=Plus/Minus

Query 9 GTGCATAATGTCATATTAGTGCTACGA 35

AERRNRRARARNRARNnNRRRIN)

Sbjct 72 GTGCATAATGTCATATTAGTGCTACGA 46



A\% Applied HPV__2006-09-28_004

Biosystems 8
SIN G:47 A:78 T:63 C:42 KB_3130_POP7_BDTv1.mob ﬁgFmN # 377
KB.bcp Pts 1924 to 3744 Pk1 Loc:1924 3
KB12 Cap:4 Version 5.2.0 HISQV Bases: 96 q

) Y [N Ty o ““l--J

C ’C TgCg(C"T (GTATAT T CCT TAAICTIAG AGG W(ATAT GTA GIAGSYAT GGFAGPFYTCHATAGAGCIAG?TAATGTAAAGTTGCT?C TACGGGTAGE GTACACAACAGTAAG AAATA
1 13 109

121 133 145 157

Printed on: Sa“: 02,2006 08:45AM, EST




ﬁF\??ﬂE”# 377

>gi[1209136|gb|U45905.1|HPU45905 Human papillomavirus type 39, isolate
IS351, major capsid protein
L1 (Ll) gene, partial cds

Length=455
Score = 83.8 bits (42), Expect = 7e-16
Identities = 42/42 (100%), Gaps = 0/42 (0%)

Strand=Plus/Minus

Query 1 TATAGAGGTAGATAATGTAAAGTTGGTACTACGGGTAGTGTC 42

LECPEREREET TR e e e e e iy

Sbjct 99 TATAGAGGTAGATAATGTAAAGTTGGTACTACGGGTAGTGTC 58



A“B égghed HPV__2006-10-18_001

ystems 5 i Ng 37 g
S/N G:13 A:25 T:28 C:22 KB_3130_POP7_BDTv1.mob ﬁg&?w
KB.bcp Pts 1896 to 3222 Pk1 Loc:1896
KB12 Cap:1 Version 52.0 HISQV Bases: 45 /o

- — el . . e s Sme s aE W

T CMMT GK C FRASG GTM TCCYTTAAR TIAGTATTTT ATA TGIA GTTTCT GPAGIA G/IAT GG(A CCACATAATG FCATATTTCIACTGC CHCTAGIATC TAC (AMAGWAACAA BAM
L 12 23 34 45 56 67 78 89 100 111
3

Printed on: Sas; 02,2006 11:41AM, EST Electropherograf‘a Page 1 of 1




SBECIMEN# O7%
I o

>gi[110555016|gb|DQ680078.1| Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (L1l) gene, complete cds

Length=1596

Score = 81.8 bits (41), Expect = 3e-15

Identities = 41/41 (100%), Gaps = 0/41 (0%)
Strand=Plus/Minus

Query 1 AAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 41

PEELETLEPTEEEEEE e PR e e e e

Sbjct 1129 AAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 1089



A% I?i!:)g_’)lied HPV__2006-10-19_004

ystems 2% 87 9
SIN G:13 A:22 T:34 C:29 KB_3130_POP7_BDTv1.mob ﬁg\FmEN #
KB.bcp Pts 1916 to 3238 Pk1 Loc:1916 ]
KB12 Cap:4 Version 52.0 HiSQV Bases: 39 lP

——eecommmn n—en iilile _.n o _ N B il ss s 2 i m

TCM'S.T C VYRMSCKWIC"TCC TTAA G TAGTATTTT ATAL GtA ¢CTTtCt [CAAGTAGITAT GC(A CCaCATAATGACATATTTCIACTCC GEINT AGTATC TACMAMAGWAACAA AAMA
L 13 25 37 49 61 73 85 97 109

Printed on: Stﬁ 02,2006 12:21PM, EST

Electropherogral‘ta Page 1 of 1




SBEGMEN # 377
- /6

>gi[110555016 |gb|DQ680078.1] Human papillomavirus type 16 strain Asian
American-C variant
major capsid protein (L1l) gene, complete cds

Length=1596

Score = 83.8 bits (42), Expect = 7e-16
Identi¢ies = 42/42 (100%), Gaps = 0/42 (0%)
Strand=Plus/Minus

Query 1 GAAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 42

LELCERERT PP e e e e ey

Sbject 1130 GAAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 1089



AB éigglied HPV__2006-10-18_003

ystems e ‘
SIN G:7 A3 T:16 C:13 KB_3130_POP7_BDTv1.mob ﬁgs?WEN # 382
KB.bcp Pts 1921 to 3234 Pk1 Loc:1921 5 (0
KB 1.2 Cap:3 Version 5.2.0 HiSQV Bases: 9
- — o B8 _nd st _oe = _ RBE_ Y —B_ _1 . -
C MMMMT GK CSWREEG GWMC TS AT "AAW STTTS G GCM T1A TAT TIAS T1SMC T CK YC[t Cta GCaCTACt a sta Gt CAT GtTA G AC Ttc T4GT MGTMK CTAC (A CRMYMACAR ASMM

L 13 25 37 49 61 73 85 97 109

Printed on: Sa‘ﬁ 02,2006 11:41AM, EST Electropherograr‘a Page 1 of 1




SPECIMEN# 392
HPV TYPE
SG

>gi|70698531|gb|DQ007187.1| Human papillomavirus type 56 isolate
BR5868 L1 (Ll) gene, partial

cds

Length=391
Score = 42.1 bits (21), Expect = 0.002
Identities = 21/21 (100%), Gaps = 0/21 (0%)

Strand=Plus/Minus

Query 1 TGTAGCAGTACTAATAGTCAT 21

NERIRARARNRRRNRRRNNY

Sbjct 38 TGTAGCAGTACTAATAGTCAT 18



A\B égglylset‘éms HPV__2006-10-19_001

S/N G:25 A43 T:54 C:50 KB_3130_P0217_BDTV1.mb ﬁg\F%N # 29 4
L

KB.bcp Pts 1881 to 3138 Pk1 Loc:1881

KB 1.2 Cap:1 Version 5.2.0 HISQV Bases: 10
- - — L Np—— —— e S A F Lol Bl _ _ L o .-
TWGTG SKWRR ATRM TTY TIATAA K WY TR MEGCT GA KWK T(G W1A GCct Gictzgc AgcagctgA AaTAGTAATA TTGCtaC TCC glgt a Gta TC TACAACAGL AACAA FAA
L 12 23 34 45 56 67 78 89 100 111

Printed on: Sabc 02,2006 12:21PM, EST

Electrophemqmr‘a Page 1 of 1




ﬁ&iﬁ'ﬂé” *

>gi|5059324 |gb|AF151983.1|AF151983 Human papillomavirus type 83,
complete genome
Length=8104

31.

Score = 87.7 bits (44), Expect = 5e-17
Identities = 44/44 (100%), Gaps = 0/44 (0%)
Strand=Plus/Minus

Query 1 TAGCCTGTGTAGCAGCAGCTGAAATAGTAATATTGGTACTGCGG 44

LECECLLELCEE TR TP e ey s

Sbjct 6801 TAGCCTGTGTAGCAGCAGCTGARATAGTAATATTGGTACTGCGG 6758

224



plied
A% Blosystems HPV__2006-10-20_004

1378
S/N G:42 A:38 T:53 C:42 KB_3130_POP7_BDTv1.mob SPECIMEN# 23
KB.bcp Pts 1864 to 3132 Pk1 Loc:1864 HPV I YPE

KB12 Cap4 Version 5.2.0 HISQV Bases: 69

I | T T _LJ-M‘-H_h-ﬂ.

T KMWCIT CG AAGGTICT CCT TAAR TIAGTAT TTTIATA WFWA GTTY CYGAAGTA G 2TAT GG(A GCACATAATGACATATT TGTAC TGCGTICTAGTATCTAC (ACAGTAACARAARA

Printed on: Sa‘ 02,2006 10:31PM, EST Electropherogran‘a Page 1 of 1




SPECIMEN #
HPVlTYPE
V-

380

>gi|110555016igbiDQ680078.11 Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (L1l) gene, complete cds
Length=1596

Score = 67.9 bits (34), Expect = 3e-11

Identities = 34/34 (100%), Gaps = 0/34 (0%)
Strand=Plus/Minus
Query 1 ATATGGCAGCACATAATGACATATTTGTACTGCG 34

PERUEEETEEE R bt r bbbl
Sbjct 1123 ATATGGCAGCACATAATGACATATTTGTACTGCG 1090



AR AEpiss.. 0100 389
SING6A9T:10C:8 KB_3130_POP7_BDTv1.mob ﬁg&%N #
%

KB.bcp Pts 1964 to 3326 Pk1 Loc:1964
KB 1.2 Cap4 Version 5.2.0 HISQV Bases: 31

- _m e e -us B B _ a5 mnn_ s s LS. §__ .8 et

TGRMYWEKEFKCS IFZRR GWMC TYSCC'T WAAAGT'AGTATTTT ATA T GTalit Tt CTGAAaGTAGATATG ¢cCAGCIC ATAATG?CaATTT CTaCTGC GTGTRGWATC WACCAMA GWAACA ARAR
L 13 25 37 49 61 73 85 97 109 121

Electropherogm«’a Page 1 of 1

Printed on: Sa’ 02,2006 11:42AM, EST




REFAMEN # 551
/o

>gi|77543464|gb|DQ218253.1| Human papillomavirus type 16 isolate
PVPOA3 major capsid protein
Ll-like gene, partial sequence

Length=329
Score = 54.0 bits (27), Expect = 5e-07
Identitties = 27/27 (100%), Gaps = 0/27 (0%)

Strand=Plus/Minus

Query 9 AGCCATAATGACATATTTGTACTGCGT 35

Sbjct 75 AGCCATAATGACATATTTGTACTGCGT 49



HPV__2006-10-18_003
38-ch06-4247
KB_3130_POP7_BDTvi.mob
Pts 1878 to 3177 Pk1 Loc:1878

AB B8

S/N G:22 A:41 T:37 C:30

DECIMEN # 24|
(b

KB.bcp
KB1.2 Cap:3 Version 5.2.0 HiSQV Bases: 45
-t e, mr e s e e
TCMT TWCG RACGGWC 1TYWCYT TAAR TAGTATITTATATGIWA GTTYCT GFRAGtA GITAT CgcA CCACATAATGACATATTTGIACTCC GHICTAGTATC TAC CAMAGWAACAAAA
L 12 23 34 45 56 67 78 89 100 111
840
560
280
0

Printed on: Stc 02,2006 11:41AM, EST

Electmpherograf‘a Page 1 of 1



ABFMEN # 37!
I

>gi}110555016|gb|DQ680078.1| Human papillomavirus type 16 strain Asian
American-C variant

major capsid protein (Ll) gene, complete cds

Length=1596

Score = 81.8 bits (41), Expect = 3e-15

Identities = 41/41 (100%), Gaps = 0/41 (0%)
Strand=Plus/Minus
Query 1 AAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 41

PELLREPTRERET TRV EP e

Sbjct 1129 AAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 1089



HPV__2006-10-18_004
AB Blosystems 29-ch064335 N# 4 D)
SN G:7 A1 T:11 C:10 KB_3130_POP7_BDTv1.mob ﬁg& ?WE

KB.bcp Pts 1869 to 3182 Pk1 Loc:1869
KB1.2 Cap4 Version 5.2.0 HiSQV Bases: 27

mmcocmme_ ot omBee = meel_oEENE. §EE Il___L mm_ mm

T RWMITGR CCRRMSSKMCYTCCT TAAGT ' AGIWTTTTIATRIKTA CTTTCTM Y YSRCEG{ATGG A gc CATAATGACATATT TCTACTCCGLCt aGtA1C TACMACARWAACA ARA
L 13 25 37 49 61 73 85 97 109

Printed on: S*c 02,2006 11:41AM, EST

Electmpherogra-‘a Page 1 of 1




RBGGIMEN # 07~
(o

>gi|110555016 |gb|DQ680078.1| Human papillomavirus type 16 strain Asian

American-C variant
major capsid protein (Ll1l) gene, complete cds

Length=1596

Score = 81.8 bits (41), Expect = 3e-15

Identities = 41/41 (100%), Gaps = 0/41 (0%)
Strand=Plus/Minus
Query 1 AAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 41

CELEPEDECECL T TEL R R T e e

Sbjct 1129 AAGTAGATATGGCAGCACATAATGACATATTTGTACTGCGT 1089



S/N G:33 A:78 T:97 C:74 KB_3130_POP7_BDTvi.mob
KB.bcp Pts 1966 to 3246 Pk1 Loc:1966
KB 1.2 Cap:1 Version 5.2.0 HISQV Bases: 69 #46

I - vy I e e e ——

T(CGATcG ¢ GRAig GAT TCC T TAAAITTTIca TTTTATAT (T CCTTTCCTI'T TIAAC CTCAG(ACATAAAGTca TGTIA GT GCTAC GAGTA GTATC TAC (ACAGtAACAA AA
23 34 45 56 67 78 89 100 111

R Applied
A‘B Biosystems ”"V—2°°g'°8‘24—°°1 ﬁg&%EN Lol
52

L 12

Electropherogra"a Page 1 of 1

Printed on: ‘ITWV 30,2006 12:34AM, EST



ﬁﬁ\ZSEWEN # 4o

406.
>gi|66933417|gb|DQ057316.1| Human papillomavirus type 52 isolate

ED18604 L1 protein (L1)
gene, partial cds

Length=421
Score = 75.8 bits (38), Expect = le-13
Identities = 38/38 (100%), Gaps = 0/38 (0%)

Strand#Plus/Minus

Query 1 TTTTAACCTCAGCACATAAAGTCATGTTAGTGCTACGA 38

LELCEPERELEL AT e e el o

Sbjct 106 TTTTAACCTCAGCACATAAAGTCATGTTAGTGCTACGA 69



\\R Applied |
AR 48l e N 4D
S/N G:36 A:71 T:69 C:70 KB_3130_POP7_BDTv1.mob ﬁgng
s

-~

KB.bcp Pts 1822 to 3048 Pk1 Loc:1822

KB12 Cap:2 Version 5.2.0 HiSQV Bases: 32
U - I | ol = Fm e ___ A. m sawmuwm skl
TCA TG K {C TAA TATAC T CCCTAARTM G A2ZT'ATIAARAGCATC CT (C Gt GG ITee T (Ta g ca cecéATGE"A GGTTA GTAC TACGQERREAGTATC TACCACAGTIAARCAAARA
L 12 23 34 45 56 67 78 89 100

Printed on: Stc 02,2006 11:41AM, EST

b L LA




SBEGIMEN # o
5y

>gi]1017782|gb|U37488.1|HPU37488 - Human papillomavirus type 54,

complete genome
Length=7759

Score = 89.7 bits (45), Expect = le-17
Identities = 45/45 (100%), Gaps = 0/45 (0%)
Strand=Plus/Minus

Query 1 TATCCTGCGTGGATGCTGTAGCACACAATGTTAGGTTAGTACTAC 45

LVLLEEEELCEERC e e e e e e e e ey iy

Sbjct 6652 TATCCTGCGTGGATGCTGTAGCACACAATGTTAGGTTAGTACTAC 6608



A\% é\igglied HPV__2006-10-18_003

ystems 6-ms06-13534 ﬁF\FW!EN # 44
S/N G:15 A:42 T:35 C:30 KB_3130_POP7_BDTv1.mob

KB.bcp Pts 1828 to 4245 Pk1 Loc:1828 25

KB1.2 Cap3 Version 5.2.0 HiSQV Bases: 91

R MY O N T R T S

TCIM T CCC TTAAZITAT T CCT TAAAATTGT M TT TT'ATA TGTACT GT M C TAIGTAG ICACA GCA G AACACACAG FCATaTTTGIAC TAC GJGT RGTA TC TACCA CAG TAA
1 12 23 34 45 56 67 78 89 100
876
584
292
-l - A _ BB B B _uom._.. . _.u L1lp_ssmm=_ -— - B _meEma_
CABAAMC CCYAYGYYAWAAATATTCWA AKYTY TTMTA TRTSVSYGCAGAGRASAC RAA ACACMAMSA TTTTTC AMKYGWKKRKMY CY CCMRACAAAR
111 122 133 144 155 166 177 188 199
876
584
292
0 LDVRY -:u WA , w“.‘v e e TR e R T st oYY TP e LT i D s R g i KPR L T Sy

Printed on: Sw 02,2006 11:41AM, EST Electrophemgra‘ﬁa Page 1 of 1




RBEGIMEN # /4
35

>gi|66933459|gb|DQ057337.1| Human papillomavirus type 35 isolate
NW2760 L1 protein (L1l) gene,
partial cds

Length=351
Score = 77.8 bits (39), Expect = 4e-14
Identities = 39/39 (100%), Gaps = 0/39 (0%)

StrandéPlus/Minus

Query 1 GTAGACACAGCAGAACACACAGACATATTTGTACTACGG 39

LELCELEEEEET TP e i1

Sbjct 44 GTAGACACAGCAGAACACACAGACATATTTGTACTACGG 6



AR égg)l’isetgms a0 13007 N # 4
SIN G:7 ABT:11C:8 KB_3130_POP7_BDTv1.mob ﬁgs?ws
lo

KB.bcp Pts 1811 to 3048 Pk1 Loc:1811
KB 1.2 Cap4 Version 5.2.0 HiSQV Bases: 44

g guguges N WSl W | '- -—l* -H - Il -._—L

AWMAWRSCRMRERRTKEK MC TCWT T TZTRATFAFGAATTGGT ¢(WAT GT GGAA GFTCTIA GT'ACG CATCCACATAATGT(ATCT TGGTACT CC GKGTAGTATC TAC (AMAGTAACAA AR
L 13 25 37 49 109

Printed on: Stc 02,2006 11:41AM, EST

Electropherogtatta Page 1 of 1




SEFRIMEN # 415
(23

>gi|25272068|gb|AF548810.1]| .. Human papillomavirus type 6 isolate 1 L1
(L1) gene, partial cds

Length=138
Score = 83.8 bits (42), Expect = 7e-16
Identities = 42/42 (100%), Gaps = 0/42 (0%)
Strand=Plus/Minus

Query 1 AGATGTAGTTACGGATGCACATAATGTCATGTTGGTACTGCG 42

LELCCELLEEE LR T T

Sbjct 66 AGATGTAGTTACGGATGCACATAATGTCATGTTGGTACTGCG 25



\ 'ed
AR feeise, 0100
64-nh06-1865 N # di7
SN G:12 A:31 T:32 C:28 KB_3130_POP7_BDTv1.mob ﬁFF?WE
5%

KB.bcp Pts 1794 to 3048 Pk1 Loc:1794
KB 1.2 Cap:1 Version 5.2.0 HiSQV Bases: 43

_——we-meennnalll - Hoee s _ 8. 0 .. - He b omsiaelsms e .

GCGMMM T CGZMRRIZMY¥TATT CCT TAAFATIAT'ATTTT'ATALt (TACCTTCKt TAgGTtAc T ca Gt CcATAATG ca TATTIAG tGCIAC GAGTACTATC 1AC (MMAGWAACARAA (A

L 13 25 37 49 61 73 85 97 109

Printed on: Stﬁ 02,2006 11:41AM, EST

Eiectropbemgratta Page 10of 1




REFRMEN # 417
54

>gi[66933437|gb|DQ057326.1| Human papillomavirus type 58 isolate
HK2178 L1 protein (L1l) gene, .
partial cds

Length=421
Score = 79.8 bits (40), Expect = le-14
Identities = 40/40 (100%), Gaps = 0/40 (0%)
Strand=Plus/Minus

Query 1 CTTAGTTACTTCAGTGCATAATGTCATATTAGTGCTACGA 40

LELECEEPCEECEE TV PR T T

Sbjct 93 CTTAGTTACTTCAGTGCATAATGTCATATTAGTGCTACGA 54



A‘% égsplyi:tgms ”W—mﬁ%‘m
65-nh06- H(Z
S/N G:26 A:60 T:66 C:60 KB_3130_POP7_BDTv1.mob ﬁFF%EN #
L&

Pts 1802 to 3021 Pk1 Loc:1802

KB.bcp
KB 1.2 Cap:2 Version 5.2.0 HiSQV Bases: 58

e enee . v s . ol sl e meme

TMATT GTCIAAGGTM 'T GATTAAT TTTTC(T GMTCATATT AC TIAACTGTTCT (TACGCA CtAC TAATAGT(ATGTTAGTAC TTCTAGTAGTIATC TAC (AMAGWAACAA AA
45 56 67 78 89 100 111

Electropherogra ta Page 1 of 1

Printed on: S*c 02,2006 11:42AM, EST .



REFEMEN # /2
50

>gi|70698531|gb|DQ007187.1| Human papillomavirus type 56 isolate
BR5868 L1 (Ll) gene, partial

cds
Length=391

Score = 73.8 bits (37), Expect = 6e-13
Identities = 37/37 (100%), Gaps = 0/37 (0%)

Strand=Plus/Minus

Query 1 TTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCTA 37

CEEPELEE T e b e e iy

Sbjct 41 TTCTGTAGCAGTACTAATAGTCATGTTAGTACTTCTA 5



HPV__2006-10-18_003
A% Blosystems 67-nh06-1940 N # /./ 20
S/N G:37 A:59 T:60 C:53 KB_3130_POP7_BDTv1.mob ﬁBF?WE

KB.bcp Pts 1802 to 3021 Pk1 Loc:1802
KB1.2 Cap:3 Version 5.2.0 HIiSQV Bases: 56

el Emd.. m den. smBE e .E o “l_..h

TTMIK GGSIWMWGAYATTCCTTAAMG T'AGTAG MTT KAT CT (TCTT(A GII'T(TIACA GEtAGCACA CACAGTC(AT CT'TIA GTAC ’IAC GEGTAGTATC TACCAMAGWAACAAAA
L 12 23 34 45 56 67 78 89 100 111

Printed on: Sﬁc 02,2006 11:42AM, EST

|
|
Electropherograwm Page 1 of 1



SEEGIMEN # 420
32

>gi|251684{gb|S40236.1] L1 [human papillomavirus HPV, mucosotropic

type 32, cervical
smear, Genomic, 99 nt]

Length=99
Score = 75.8 bits (38), Expect = le-13
Identities = 38/38 (100%), Gaps = 0/38 (0%)
Strand=Plus/Minus

Query 1 TTGTTACAGTAGCACACACAGTCATGTTAGTACTACGG 38

LELDERERERELE R L e |

Sbjct 41 TTGTTACAGTAGCACACACAGTCATGTTAGTACTACGG 4



' & Applied
AR GBEystems HPY._2006-10-18_004

86-nh06-1941

SIN G:15 A:55 T:62 C:41 KB_3130_POP7_BDTv1.mob ﬁgsmEN # 42
KB.bcp Pts 1797 to 3021 Pk1 Loc:1797

KB1.2 Cap4 Version 5.2.0 HISQV Bases: 64 s<

el i —_ o rlalankd . ik seEan ey sl

TMMM'T G MC IPACATA T T CCTTAARATIAT M TTTT'AIATGTAC CTTCCTIIATT'ACT "ca CT G(ATAATGT(ATA TIA GTCC IAC GAGTAGTIATC TACCACAGTAACAARA
L 12 23 34 100 111

Printed on: Stc 02,2006 11:42AM, EST




ﬁg\F?WEN# Hal
5%

>gi/90109952|gb[DQ431187.1] Human papillomavirus type 58 isolate DF19
major capsid protein
Ll gene, partial cds

Length=409
Score = 73.8 bits (37), Expect = 6e-13
Identities = 37/37 (100%), Gaps = 0/37 (0%)

Strand=Plus/Minus

Query 1 TATTTACTTCAGTGCATAATGTCATATTAGTGCTACG 37

LEDLEELETET R T T T

Sbjct 83 TATTTACTTCAGTGCATAATGTCATATTAGTGCTACG 47



A‘B égglied HPV__2006-09-28_002

ystems 2 _
S/N G:10 A:17 T:21 C:18 KB_3130_POP7_BDTv1i.mob ﬁgF?WEN # L/ZS
KB.bcp Pts 1967 to 3375 Pk1 Loc:1967 _.
KB12 Cap:2 Version 5.2.0 HISQV Bases: 7 549
- — - —_— o e B == _0N_ Bk =« __1 — e o
CMRRTSKY CTWAWATWMNYT CaCTAA acTa G ATtATTIcaAGICTeETgct¢C gtGgt Goc g GGaGgcaCAATGTIA GGtTagtalctacgGgTaGGTIC caC cacAgGARcctAca CAGT

100 111

816
612
408
204

816

612

408 ,’1
204,

VL
0 $adad L4 Adn

Printed on: S"‘- 02,2006 08:45AM, EST

Electropherograwm Page 1 of 1




SEFGIMEN# ¢2°
s

>gi|1017782|gb|U37488.1|HPU37488 . Human papillomavirus type 54,
complete genome
Length=7759

Score = 36.2 bits (18), Expect = 0.14
Identities = 18/18 (100%), Gaps = 0/18 (0%)
Strand:<Plus/Minus

Query 23 CACAATGTTAGGTTAGTA 40

NERSERNRRSNNRRNY

Sbjct 6629 CACAATGTTAGGTTAGTA 6612



AR Aezled.,, .

HPV__2006-10-08_004

SPECIMEN # 427

SIN G:25 A:65 T:60 C:59 KB_3130_POP7_BDTv1.mob RPV
KB.bcp Pts 1953 to 3266 Pk1 Loc:1953
KB12 Cap4 Version 5.2.0 HISQV Bases: 53 3 |

Printed on: S‘c 02,2006 10:20AM, EST

45 56

cmemeen i oal e ..o ] mas el hierBny Bk Bl

GCICT ITCTIA AAACTCTTITAAARAT ACTACT TTIAAATGIA CTAICACITCT TTKKAATT ca GCACAAACAG F(ATATTGGTAC TCC GHCTAGTATC 1IAC CAMAGWAACAAAA

100 111




>g1]83267689|gb|D0241373.1] Human papillomavirus type 31 L1 protein

gene, partial cds
Length=392

Score = 65.9 bits (33), Expect = 2e-10
Identities = 40/41 (97%), Gaps = 1/41 (2%)
Strand=Plus/Minus

Query 1 TGTTTGCAATT- CAGCACAAACAGACATATTGGTACTGCGT 40

IR EEE PR R e T

Sbjct 66 TGTTTGCAATTGCAGCACAAACAGACATATTGGTACTGCGT 26



plied
A% Blos ystems HPV__2006-10-18_003

86-sm06-5249
SNG:5ABT:9C:8 KB_3130_POP7_BDTv1.mob SPECIMEN # 29
KB.bcp Pts 1809 to 3063 Pk1 Loc:1808 HPV TYPE
KB1.2 Cap:3 Version 5.2.0 HISQV Bases: 18

e B_ mn slall o o . EB_ __0JX _ B.

TMPMMK CGSMFGAZREWWW T (GAWT GATTTMC GYCM TCA TAW TR CTtaathCT GCTTTTalc cca TTAATAGTCAtGT TG GTAC TTC TGGKA GWSTSTAC FACAGYSACARAA
L 13 25 37 49 61 73 85 97 109

Printed on: M‘“c 04,2006 08:52PM, EST

Electropherogm*a Page 1 of 1




SPECIMEN# 439
HPV TYPE (o

>gi[94490343|gb|DQ486474.1| Human papillomavirus type 66 isolate Bsb-
107 major capsid protein
Ll gene, partial cds

Length=449
Score = 67.9 bits (34), Expect = 3e-11
Identities = 34/34 (100%), Gaps = 0/34 (0%)

Strand=Plus/Minus

Query 1 TGTGCTTTTAGCTGCATTAATAGTCATGTTGGTA 34

LELELLECEPLEET TR e |

Sbjct 105 TGTGCTTTTAGCTGCATTAATAGTCATGTTGGTA 72



\ pplied
A‘B éosystems HW_200;1 0-08_004
S/N G:37 A:65 T:61 C:49 KB_3130_POP7_BDTv1.mob

KB1.2 Cap4

KB.bep Pts 1954 to 3310 Pk1 Loc:1954
Version 5.2.0 HiSQV Bases: 71

SP
SEromENs 4o
45

oo =4 4 o

1338
892
446

——— el - l--l‘—l“._l"*l-- I_.I.J “ B -I‘-I’--

GMCAT CKCIMCTATAGT GCTTAAZC TIAGTAG G WATATGIATTT GGACA GGPYTTTT (I G1A GAGGUICATAATGT "AAATTAGTACTGCG GCTAGTATC TAC CACAGTAACAAAR
34 45 56

89 100 111

Printed on: s‘ﬂ-c 02,2006 10:20AM, EST

Electropherogrﬂata Page 1 of 1



N# 440
ETHE
(T~

>gi| 68159733 |gb|DQ080002.1| Human papillomavirus type 45 L2 (L2) and
L1l (L1) genes, complete

cds
Length=3057

Score = 67.9 bits (34), Expect = 3e-11
Identities = 34/34 (100%), Gaps = 0/34 (0%)
Strand=Plus/Minus

Query 1 TGTAGAGGCACATAATGTTAAATTAGTACTGCGG 34

LELEECCLEVERERE e ey

Sbjct 2560 TGTAGAGGCACATAATGTTAAATTAGTACTGCGG 2527



A 288 Sems

HPV__2006-10-18_001
88-sm06-5277

S/N G:26 A:80 T:92 C:91 KB_3130_POP7_BDTv1.mob ﬁF\FQWEN # 44
KB.bcp Pts 1832 to 3096 Pk1 Loc:1832
KB12 Cap:t Version 520 HiSQV Bases: 55 2(

Printed on: 5‘(&0 02,2006 11:42AM, EST

s ol L B, ale . il asimii e el

TCM T ¥TCTTAAAACT CTTIAAZATACTAC TTTIAAATCTIA GTATCAC T[GTTTGAATIcc aCCACAAACAG ICATATTGGIAC TAC GHGTAGTIATC TACCAMAGWAACABRAA

45 56

100 111

Electrophemgriata Page 1 of 1



ﬁg\gm N# 94/

>gi|83267689|9b|DQ241373.1| Human papillomavirus type 31 L1 protein
gene, partial cds
Length=392

Score = 56.0 bits (28), Expect 2e-07
Identities = 28/28 (100%), Gaps = 0/28 (0%)
Strand=Plus/Minus

Query 15 CAGCACAAACAGACATATTGGTACTGCG 42

LECLPEVEET e ey |

Sbjct 54 CAGCACAAACAGACATATTGGTACTGCG 27



AB Blos;('segms HPV__2006-11-11_002 ,_{ Y7

14-33
SIN G:10 A:18 T:47 C:17 KB_3130_POP7_BDTv1i.mob SPECIMEN #
KB.bcp Pts 2094 to 3550 Pk1 Loc:2094 HPV TYPE Ig
KB1.2 Cap:2 Version 5.2 Patch2 HiSQV Bases: 26
— ——— — _..-_--. - hl__.____-_.‘ —— _-_._ --.-_ —— - _‘.." . l_ I - _.I - .
T MORAT GRS T o PTG TTAARRT TE GOCR VERGUHATAT T GOOOR K FCAGEERG M{TGT G tgF\AG(Z\CATATTCT‘IAaATTGCtFCTCC} VUCTAG AT A ?‘n AT AL
L 13 37 49 51 73 a5 a7 1o
837
558
279
0
837
558
279
0 | )

Printed o‘e Dec 05,2006 01:50PM, EST

Electropherograi Data Page 1 of 1




specimeN # 117
HPV TYPE |9

>gil94490339lgb|DQ486472.1| Human papillomavirus type 18 isolate Bsb-

48 major capsid protein
L1 gene, partial cds

Length=455
Score = 56.0 bits (28), Expect = le-07
Identities = 28/28 (100%), Gaps = 0/28 (0%)

Strand=Plus/Minus

Query 7 GAAGCACATATTGTTAAATTGGTACTGC 34

RN RN RN R R R R
Sbjct 95 GAAGCACATATTGTTAAATTGGTACTGC 68



A\B é\igglyis‘i‘éms HPV_20096-61 0-19_001

S/N G:38 A:80T:82C.74 KB_3130_POP7_BDTv1.mob ﬁFF%EN # 4 4 q
K

KB.bcp Pts 1872 to 3198 Pk1 Loc:1872
KB 1.2 Cap:1 Version 5.2.0 HiSQV Bases: 65
N — Y | ‘I il s ha . M el - AR T p——— |
TMM T CII C TAS 'A TAC T GCTTAAATTTGGTIA CCA'TCA TATTGQGCCCAGGTACA GG AG MITCT (TA GAAGC(ACATATTCTTAAATTGGIACTCC GAGTAGCTATCTACCACAGTAACAR AR
1 12 23 34 45 56 67 78 89 100 111
1284
856
428
,Oﬂ_m_ [
1284
856
428
0

Printed on: Sﬁc 02,2006 12:21PM, EST

Electropherogra‘m Page 1 of 1



ﬁ?ﬁ%’ﬁ?" # 4y

>gi|94490339|gb|DQ486472.1| Human papillomavirus type 18 isolate Bsb-
48 major capsid protein
Ll gene, partial cds

Length=455
Score = 71.9 bits (36), Expect = 2e-12
Identities = 36/36 (100%), Gaps = 0/36 (0%)

Strand=Plus/Minus

Query 1 TGTGTAGAAGCACATATTGTTAAATTGGTACTGCGA 36

COVLTLTERERT TR e e ey

Sbjct 101 TGTGTAGAAGCACATATTGTTAAATTGGTACTGCGA 66



pplied
A% Blos ystems HPV__2006-10-19_002

97
S/N G:37 A'67 T:70 C:78 KB_3130_POP7_BDTv1.mob SPECIMEN # :{‘SQ 9
KB.bcp Pts 1877 to 3213 Pk1 Loc:1877 HPV TYPE A
KB12 Cap:2 Version 5.2.0 HISQV Bases: 41 CHANE "3)

—eeeeeemwen s snnall . s . B .M. . B e Felaw smy OOf mEBEm R

TA KASC TAGTAWAT TCCT TAAACTTTCTA GGCCTATATACA GcAGCTAT GBCC (T TIC GCTG a G CA Cec AATGTIAA AAT A GTACTACCTIGTAGTIA TC TAC (A CAGWAACARAAA

L 12 23 34 45 56 67 78 89 100 111

1108
831
554
277

Printed on: S‘\c 02,2006 12:21PM, EST Electrophemomsata Page 1 of 1




& Applied
A‘% Biggystems HPV__2006-10-20_004

99-A <
SIN G:9 A:19 T:24 C:24 KB_3130_POP7_BDTv1.mob SPECIMEN # 452,
KB.bcp Pts 1867 to 3165 Pk1 Loc:1867 HPV TYPE 2|
KB1.2 Cap4 Version 5.2.0 HiSQV Bases: 47

e Bmmmenle Fram. s wilhm aEEly ey N

MMIMTGK C TTAAATACT CTTI1AAAATFACITACTT TIAAAT CTa CTATCAC TGTTTIGAA LT ca GCACACACAG FCATATTGGTIC TACGHCTAGTATC TAC (A CAGTAAWAAAR
L 12 23 34 45 56 67 78 89 100 111

{
i

. K Ly
A “AL{;LAL‘EA%}J.AL‘ :‘)&A_‘ix):\. u! d

Printed on: M.“c 04,2006 09:39PM, EST

Electmpherograita Page 1 of 1




SPECIMEN # 45
HPV TYPE -,

>gi| 66933451 |gb|DQ057333.1| Human papillomavirus type 31 isolate
BR1692 L1 protein (L1l) gene,
partial cds

Length=351
Score = 58.0 bits (29), Expect = 3e-08
Identities = 29/29 (100%), Gaps = 0/29 (0%)
Strand=Plus/Minus

Query 6 CAGCACACACAGACATATTGGTACTACGT 34

LEELEERLTEEET T e e

Sbjct 44 CAGCACACACAGACATATTGGTACTACGT 16



& Applied
AR 28N ms
S/N G:50 A:96 T:121 C:81

KB.bcp
KB1.2 Cap4

HPV__2006-10-19_004
102
KB_3130_POP7_BDTv1.mob
Pts 1858 to 3156 Pk1 Loc:1858
Version 5.2.0 HISQV Bases: 60

SEEGUMEN# 5%
| b

Printed on: 5'4: 02,2006 12:21PM, EST

—— ..‘..lnl. Baal Mor .o Bulel v o Sollaalir o m B v el

TCCCMT K CGKAGGTIC TCCTTAARTAGTATTTT ATA TGTA GTTTCT GFRGIA GPTATG CCA CCACATAATG FCATATTTCTACTCCQERCTRGTATC IAC (AMAGWAACBAAA
89 100 111

45 56

Electropherograga(a Page 1 of 1
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