Array :
Track Tutorial 11:

Basic scripting for querying
(raw and normalized )
data and table
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Querying Data

ArrayTrack provides a way to select a group
of data easily. Users can take advantage of
this convenience to select a bunch of data
for further data analysis.



Query data from the database tree

¢ ANONYMOLIS
¢ [ Afy_Rat_MaTs s
o [ Gene Lis Batch Import
¢ ™ Do_T1z| Rename
7 B mMa55 Gene Lists b |0.bd]

[ﬁl h Select datasets b /SEIE%EIW datasets...
¥ ?H%Dh_nzﬂzﬁ- Show experiment design Select normalized datz
[ﬁ| " Show hye-flip pairs Select any datasets...

Select dataset descriptions containing:

"~

Do

OK N Cancel

Only data containing “D0” will be selected

¢ ANONYMOUS

¢ O Affy_Rat_MASS_only
o= ] Gene Lists
o W8 D0_T12_B_a DO_T12_E[Biotin]
o BB MASS{D0_T12_E_a} [file: Temp3s270.td

[l Meantedian Scaling, fs=h,b=1000.0,5=Median,sh=Y {DO_T12_E_a}

+| W™ DO_T12_B_b DO_T12_E[Biotin]
¢ BB MAS5{DO_T12_B_b} [file: Temp35272.bd]

o i DO_T12_C_a DO_T12_C[Biotin]
¢ BB WAS5{D0_T12_C_ak[file: Temp21347 b4

+| i DO_T12_D_a DO_T12_D[Biotir]
¢ BB WAS5{D0_T12_D_al [file: Temp21355.bd)

o ™ D0_T12_D_b DO_T12_D[Biotin]
anssmn T12_D_h}[file; Ternp21 357 44|
[N

[:I_l Meanffedian Scaling, ifs=k t=1000.0,5=Median,sh=Y{D0_T12_B_h}
[ﬂ_l Meanitedian Scaling, ifs=M, t=1000.0 s=Median sh="{D0_T12_C_a}
< n DO0_T12_C_b DO_T12_C[Biotin]
¢ B MASSIDO_T12_C_hi[fle: Temp21 349 bd]
m—| Meanfiedian Scaling, ifs=M hi=1000.0, z=Median sh="{D0_T12_C_h}

[ﬂ_l Meanffedian Scaling, ifs=M b=1000.0,5=Median sh=Y{D0_T12_D_a}

meanfiledian Scaling, ifs=M bi=1000.0, ==Median sh="{D0_T12_D_h}

¢ W™ D2_T12_B_aD2_T12_E[Biotin]
¢ BB MAS5{D2_T12_B_a} [file: Temp21 343 bd]

[:I_l meanfedian Scaling, ifs=h t=1000.0,5=Median,sh=Y{02_T12_B_a}

¢ W8 D2_T12_B_b D2_T12_E[Bidtin]
¢ BB MAS5{DZ_T12_B_b} [file: Temp21 345 bd]

[l MeanMedian Scaling, fs=,b=1000.0,5=Median,sh=Y {D2_T12_E_b}

+ W8 D2_T12_C_a D2 T12_C[Biotin]
o EH MASS{DZ_T12_C_al[file: Temp21351 t4)

M teanitdadian Sralinn ifa=hl 1000 0 s=tadian sh=Y M7 T17 7 al
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Query data In tables

Various criteria for filtering data

Datasets for array type Affy_RT-U34

Edit View InputiOntput  Spots
@ | Create Gene List with Selelections ‘
257 |COMTROL_TYPE [GENEBANKACC @NENAME GEMN_DESCRE_MFR: GEMN_ID_MFR LO
SF Filter= - =
1 & Contains AA10827T ESTO020 rat larmbda ZARPI library {C.P Hamel) Rattus norvegicy AA108277_at 28 =
2 ) Doesn't Contain [}\ AAT08308 ESTO0S1 rat larmbda ZAPI library {C P Hamel) Rattus norvegic AA108308_i_at K}l
3 O In List AAT08308 ESTO0AT rat lambda ZARI likrary (. P Hamel) Rattus norvegic AA103308_s_at
4 o Like AABRA53AT EST104685 Rat PC-12 cells, untreated Rattus sp. cOMA clone |ASB34537_at 29
5 S AMRRASZH ESTI087H3 Rat PC-12 cells, untreated Rattus sp. cDMA clone |AAEE4928  at
g AABRAYE0 ESTI05866 Rat PC-12 cells, untreated Rattus sp. cOMA clone |AAB34960_1_at
7 =Bl AAB4963 EST105871 Rat PC-12 cells, untreated Rattus sp. cDNA clone |AAB84963_at 29
8 © Is Not Null AABSS112 EST106280 Rat PC-12 cells, untreated Rattus sp. cDNA clone [AARES112_at 29
g 0= AABRAT152 ESTI06386 Rat PC-12 cells, untreated Rattus sp. cOMNA S end [ARB33152_r_at 25
10 2= AMBRAATE ESTI107010 Rat PC-12 cells, untreated Rattus sp. cDMA clone |AABE53TE_T at
11 0 AMBBAETE EST108473 Rat PC-12 cells, NGF-treated (9 days) Rattus sp. ¢/ AABBSETE_at 30
12 0 a= AARBA803 ESTI108576 Rat PC-12 cells, NGF-treated (9 days) Rattus sp. ¢/ AABB5903_at 36
13 O AMBBEO31 EST109008 Rat PC-12 cells, MNGF-treated (9 days) Rattus sp. ¢ AABBE031 _at 30
14 O e AABBESTY EST110738 Rat PC-12 cells, NGF-treated (9 days) Rattus sp. ¢/ AABBESTY_at 30
15 AMBBEBT0EST111576 Rat PC-12 cells, MGF-treated (9 days) Rattus sp. ¢|AABBEETO_f at
18 S gy sl ieitie AARBEATO EST111576 Rat PC-12 cells, NGF-treated (9 days) Rattus sp. c| AABEEATO_i_at
17 Insert reference to another field K AATHYIAE EST1RAE33 Rattus nomvedicus cOMA, &' end felone=RHEAAZS | AATAA3I36_at 29
18 AARTEEAS AA19943 ESTA49a-1 Rat Brain, Stratagene {cat#936501) Rattus nomvegic|An319943_at
19 AAB4B218 Topi AABA8218 EST190978 Mormalized rat heart, Bento Soares Rattus sp. cDHAAB48218_at 54
20 AMBAE2EE AAB48268 EST191028 Marmalized rat heart, Bento Soares Rattus sp. cOMAAB43263_at 30
21 AARARAN ng_predicted AARARA21 EST191181 Mormalized rat kidney, Bento Soares Rattus sp. cOjAR343421 _at 30
22 AARABAAR MGCT2a97 AAR4R546 EST191 306 Marmalized rat kidney, Bento Soares Rattus sp. cOjAR848546_at 449
23 AARARAED HspatlalifHspalh AARARAED EST191323 Rattus nomvegicus cOMA, &' end folone=RLUACOS |AA343563_5_at
24 AABSEE34 LOC489716 AABS9834 UI-R-E0-cg-d-04-0-U1s1 UI-R-ED Rattus norvegicus cONA clon| AABS8934_at 49
25 AMBTAAOY Mdim2_predicted AAETAA08 LI-R-EO-ct-c-08-0-101.51 UI-R-ED Rattus namvegicus cOrMA clong AABTA509_at 31
26 AAHIATE lgsfda_predicted AAH33181 ESTPIM-2MF Rat Brain, Stratagene (cat#936501) Ratius norve{AS933131_at 36 z

1]
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Click fresh button

Sort the table

Click the column title to sort
ascending.4 or descending @

Datasets for array type Affy_RT-U34 o o R

_elit_View InputiOutput Spots L
| Create Gene List with Selelections
[CONTROL_TYPE| GENEBAMKACS GEMEMNAME GEM_DESCR_MFR N « GEM_ID_MFR _Wacusio

7 Filter-> — " |~ |
1 AAINB2TT Hsph AMTOB2FT ESTO020 rat larmbda ZAPI library (G HAAOB277_at 288444 |1
2 AAI0E308 Mdm2_predicted A8108308 ESTO0ST rat lambhda ZARI library (G HAAT108308_i_at 314856
S AAI0E308 AA8108308 ESTOOS1 rat lambda ZARI library (& RAA108308_s_at
< AABBASIT Mdufba_predicted AMERA53T EST104685 Rat PC-12 cells, untreate| AABB4537_at 294964
5 AAGRA92Y AAEBA929 ESTI105783 Rat PC-12 cells, untreate| AAG84929 1 at
= AAGBA9G0 AAERA9E0 EST1 05866 Rat PC-12 cells, untreate|AABB4960_1 at
7 AAGBAGR3 Fkhp2_predicted AMEBA963 EST105871 Rat PC-12 cells, untreate| AABB4963_at 293702
& AABRAOT12 Moufs8_predicted AMEBS112 ESTI106280 Rat PC-12 cells, untreate| AAEB5112_at 2936452
8 AARBSTAZ Medds AAERS152 EST10638A Rat PC-12 cells, untreate| AAGRS152_r_at 254490
10 AABBAITE AMERS3ITE ESTI10Y0M10 Rat PC-12 cells, untreate| AABBA3TE_{_at
11 AABBABTE Cyihar] AAEBSBYE ESTI108473 Rat PC-12 cells, MGF-tred AAEBABTE_at 304805
12 AARBSA03 Tral_predicted AAERS903 ESTI108A76E Rat PC-12 cells, MGF-tred AABRSA03_at 3RZ86R2
13 AABBEON Mdufs AAEBE031 EST108008 Rat PC-12 cells, NGF-tred ARBBE031 _at 3014458
14 AABBESTY Sumao AAEBESTY EST110738 Rat PC-12 cells, MGF-tred AABBESTY_at 301442
15 AARBRETO AAGBEET0 ESTI111476 Rat PC-12 cells, NGF-tre AABBESTO_T_at
16 AABBEETO AAGBEAT0 ESTI114676 Rat PC-12 cells, NGF-tred AABBESTO_i_at
17 AATYUY336 Mdufahi_predicted AATHS336 EST1 88833 Rattus nonvegicus cOMA, |[AATI9336_at 2934483
13 AABTE943 AA818943 EST449a-1 Rat Brain, Stratagene (cat#AAB13943_at
14 AAB4E218 Top1 AA348218 EST1909738 Normalized rat heart, Ber|AAB48218_at f45480
20 AAB4BZGEE Dnajad AAB48268 EST1491028 Marmalized rat heart, Ber| AAB48268_at 300721
21 AAB4E4 Lnig AA8848421 EST191181 Marmalized rat kidney, BEAAB48421_at 304577
22 AAB4E54E MGCT2952 AA348546 EST1 91306 Marmalized rat kidney, BgAAB48546_at 494345
23 AADAESE3 HzpatlafiHspalb_mapped |AAS48563 EST191323 Rattus norvegicus cDMA,[AAS4E563_ s at
24 AABAREG34 LOC493716 AA8855934 UI-R-E0-cg-d-04-0-UlLs1 UI-R-ED Ratl AABARG934_at 499716
25 AABTHE0Y Mdm2_predicted AA3TH509 UI-R-ED-ct-c-08-0-Ul.s1 UI-R-E0 Rath| AABT5509_at 314856
26 AAEIT Igsfda AA933181 ESTRIM-2MF Rat Brain, Stratagene (c{AAEB33181_at 3630458
=7 AABRE43T RG01559939_predicted AR8AE437 UI-R-E1-f-h-02-0-Ul.s1 UI-R-E1 Rattu AAS5E437_at 00006 |1 |
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